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Fig.1 Time course of expression of pm(C2
mRNA in horseradish after wounding.
Total RNA was extracted from leaf
pieces which were incubated in the pho-
shate buffer, blotted and hybridized with
32P_labeled DNA probe of the exon 4
region of prxC2 gene.
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Fig.2 Induction of GUS activity by wounding in

transgenic tobacco containing the prx
promoter-GUS chimeric gene.

Leaves of tobacco were cut into pieces
and incubated in the phosphate buffer.
The relative GUS activities of 5 indepen-
dent transgenic' tobacco plants with
prxCla - GUS(Q), prxClb- GUS(@),
prxC2-GUS ([(])and CaMV35S-GUS ()

were assayed.
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Fig.3 Effect of 5" deletions on the wound-induced expression of the pmC2 promoter-GUS
chimeric genes in transgenic tobacco leaves.
Panels A, B, C, D show the relative GUS activity in transgenic tobacco plants harboring
1035 bp (from ATG codon) promoter-, 529 bp promoter-, 307 bp promoter-and 99 bp
promoter-GUS chimeric gene, respectively. Leaf discs of tobacco were incubated in
the phosphate buffer for 1 day ([J), 2 days(N)and 3 days () after wounding.
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Fig.4 Interaction of nuclear factors with the 5'-
upstream region of prxC2.
The probe, *?P-labeled DNA fragment
corresponding to the p7xC2 promoter
region (-307 to -1 from ATG codon), was
incubated in the absence(lane 1)and in
the presence (lane 2-7) of nuclear extracts
(2 pg of protein)from unwounded leaves
(lane 2, 4 and 6) and wounded leaves(lane
35 and 7). As competitor DNA,
homologous unlabeled DNA fragment
(lane 4 and 5) or pUC19(lane 6 and 7) was
added to the reaction mixtures.
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Fig.5 Induction of GUS activity by wounding in
transgenic tobacco containing the Asol-
GUS chimeric gene.
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Fig.6 The expression of pmCa and prxEa
mRNA in leaf (L), stem(S) and root (R) of
A. thaliana®,
Samples of 20 xg total RNA were
introduced in each lane. 3?P-labeled
cDNA fragment of pwCa or prxEa was
used as probe.
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Fig.7 GUS activity in each organ of transgenic
tobacco containing the prxEa- GUS
chimeric gene.
The GUS activities of leaf (M), stem (A7)
and root ([(J) were assayed.

NIREALR LB, BRENE GUS ORISR
sz (Fig. 7).,

X SIMPFRE TIE, ¥ /32 EED o MR & HlfE
TAEREFORERT->TCBY, REZ T, 147V
YRI—FT2EETEISEERBEL WL, Ihe
DEEFO 7% —F —i3, EENZHABFENGFH
ENEET S LTS 5,

4, @ a v 7IZLBRBAHBER

OISO THNFE2E 2 5 &, EPHEEK
DRRHEYPEAEROEENH L. Th o DR
BT 2IRRBEA T TEY, FESTHH
L OWEND D, IOREEMESSCHERSY, B
Ky BEER{THO® B 2013, BIETHEL 2 B
OFEMEMTH S EEZ 6D, BABLTFERERS
¥EHRELTE, KBEPERTLIAVLNRTYS L
5%, ANBRICREZHIET X 2 00 mELSE .
Iz EA T 3 EEFOEYSEOETECERE L RIT
TIEA W, on-off HIHTEEL FnE—F — 2 W2
CERNWEYE D, FOT, ¥N3EE(Nicotiana
fabacum L.cv. BY2) 2fE ¥z, BETFHIE on-off HIfH
VAT ADRERRB L, BEC BY2filgzMAwT:
DX, YRR O ST SED TR, HELS
HBHIEEIcITZ B L WO FEAEBEL WA 2 L, B&
VEFRFRENRE D EA T A EEIRTH 215 ThH
%, BEFRROMEEE LT, BEELIC X 5 HiH

247

BEETHL LEL, By ay s Fuxe—y—0OFHE
et Uiz, ERCEEL-F0E—5 -1, yuf X+
2 ¥ (Arabidopsis thaliana) A D #y a v 7 BIEF
HSPI8. 2 7u®—% —T#%, HSPI8 2 #EZFI,
HFEN18.2kD DELSTFERM av sy N7 ER
I—FLTED, 189 FECEESICL>TyaA XF
ZF L 848 bp O 71— ¥ —4HiE & & A 72 DNA K
By UCHEES W, ZOBEBETE, vad XFAF
WWBWTHBCOBMYay 27 itkoT, ELLREIFE
Manz® —RicEy ey 7BEFR, 5 RS
My gy s Ay b (HSE) L Th 3 EYEEEZ
THRESNLESI 2R > TEY, ZOHSEHNRY 3y
7 {EERS IS v ARSI L L THRET 2%, HSPIS. 2
EEFOY LHERKC L 6EOHSESEEL T
%,

o4 XFRAFHEOEBY 3y J o —F —B,
BY2 fifarh CIER I HRET 2 2 & R FERT BT,
HSPI8. 2-GUS B & BT BY2 fifdic 1) 2 &
KR EREND, BieEE T, HSPIS 2 BT O
SRESHG S 2 & T7bp Tz GUS &G %8S L 7 Bk
B&E L >TH D, HSP18.2 ¥ > 87 EdD N R
52573 Bz GUS ¥ v R EWEE LIy vo%s
BB S ns, HSPIS 2-GUSmi&BEF % Ti 7
523 R EEWTREAICEMA S ¥ BY2 file(
o—> BC2) » BEEREETH S 25°C T 5 OEATHE
# L, 30,35,37, 40, 42, 45°C ¢ 2 BEEIEE L - O &M
Rz 2 GUS B2 |IE Lie, £ ORER, 3537C

protein x 10 -3)
w2 I
S s

GUS activity
(pmol/min mg-
[u—y
<>

Lot

0 Lo o™
25 30 35 37 40 42 45
Temperature °C)

Fig.8 Expression of the HSP18. 2-GUS chimer-
ic gene by heat shock at various tempera-
tures.
GUS activities in the cells of clone BC2
were determined after 2h culture at the
various temperatures indicated.
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Fig.9 Time course of expresion of the HSPI8. 2-GUS chimeric gene in BY?2 cells after heat

shock at 37°C.

A. Change in GUS activity in clone BC2 cultured at 25°C(QO) and 37°C(@). B. Accumula-
tion of GUS transcripts during incubation of clone BC2 at 37°C.  Samples of 10 g total
RNA were introduced in each lane. *?P-labeled DNA fragment of GUS or rice actin

cDNA?®* was uned as probe.
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