
Miraculin is a taste-modifying protein made by miracle
fruit (Richadella dulcifica) (Theerasilp and Kurihara
1988) that causes sour tastes to be perceived as sweet
(Brouwer et al. 1968; Kurihara and Beidler 1968).
Individuals suffering from diseases such as obesity,
diabetes, hyperglycemia and caries could use miraculin
as a natural low-calorie sweetener (Kant 2005).
Nevertheless, commercial production of miraculin is
limited because the natural source is a tropical plant that
is difficult to cultivate and is not very productive. Efforts
to produce miraculin in other organisms such as
Escherichia coli (Kurihara 1992), yeast (Kurihara and
Nirasawa 1997), tobacco (Kurihara and Nirasawa 1997),
lettuce (Sun et al. 2006), tomato (Sun et al. 2007), and
strawberry (Sugaya et al. 2008) have been going on since
1990. Recently, a research group reattempted to produce
miraculin in E. coli, but the recombinant protein
exhibited lower taste-modifying activity than the native
miraculin because the recombinant miraculin was not
glycosylated (Matsuyama et al. 2009).

Tomato is a major vegetable crop that is cultivated
throughout the world, and its growth requirements are
well-understood. Therefore, we decided to produce
recombinant miraculin in transgenic tomatoes. We
developed transgenic tomato plants that accumulate
significant levels of miraculin protein (Sun et al. 2007),

and the protein produced had almost same level of taste-
modifying activity as native miraculin from miracle
fruits. Furthermore, we characterized the miraculin
accumulation pattern in the transgenic tomato fruits in
detail and found that miraculin accumulation was highest
in the exocarp (Kim et al. 2010). The exocarp is
composed of small cells that allow high levels of
miraculin protein to accumulate. Among the miraculin-
accumulating transgenic tomato lines, a line that we
named 56B had a single copy of the miraculin transgene
and accumulated miraculin to high levels in the T0

generation. Line 56B was propagated up to the T5

generation, which corresponds to six generations (Yano
et al. 2010). That study showed that miraculin transgene
inheritance and expression were stable through multiple
generations in transgenic tomatoes. Taken together, these
studies suggest that tomato is a potential platform for the
mass production of miraculin.

Transgene expression levels and inheritance show
wide variation among independently transformed plants
carrying the same construct (Peach and Velten 1991;
Spencer et al. 1992; Walters et al. 1992). Many factors
can contribute to the variation in transgene expression.
Studies in rice showed that transgene expression levels
were affected by gene dosage (Baruah-Wolff et al. 1999;
Duan et al. 1996). Scott et al. (1998) have claimed that
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Abstract Gene dosage and genetic background are factors that influence transgene expression in transgenic plants. In our
previous studies, we produced transgenic tomato plants that accumulate miraculin, a taste-modifying protein, in a
genetically stable manner. To elucidate the effects of gene dosage and genetic background on miraculin accumulation in
transgenic tomato fruits, we generated hybrid tomato lines between the homozygous transgenic line 56B (background
cultivar ‘Moneymaker’) and the pure cultivars ‘Micro-Tom,’ ‘Moneymaker,’ ‘Ailsa Craig,’ ‘M82,’ ‘Rutgers’ and ‘Aichi-first’
and analyzed them for miraculin mRNA expression and miraculin protein accumulation. The hybrid lines exhibited
variation in their fruit structures. Among the hybrid lines heterozygous for the miraculin gene, miraculin accumulation in
the fruits varied from 111.0 mg g�1 fresh weight (FW) to 159.4 mg g�1 FW. Furthermore, the homozygous line 56B showed
higher miraculin accumulation and miraculin mRNA expression than the heterozygous line 56B�‘Moneymaker.’ These
results demonstrate the profound effects of gene dosage and genetic background on miraculin accumulation in transgenic
tomato fruits.
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allelic composition and genetic background affect
transgene expression and inheritance in white clover.
Another study in rice showed that the expression pattern
of Xa3/Xa26, which is a rice disease resistance gene, was
affected by the genetic background (Cao et al. 2007).
The full effects of gene dosage and genetic background
on transgene expression and translation remain to be
elucidated.

In this study, we generated hybrid lines between
transgenic line 56B (background cultivar ‘Money-
maker’), which is homozygous for the miraculin gene,
and the pure line cultivars ‘Micro-Tom,’ ‘Moneymaker,’
‘Ailsa Craig,’ ‘M82,’ ‘Rutgers’ and ‘Aichi-first.’
Characterization of the hybrids’ miraculin mRNA
expression and miraculin protein accumulation, revealed
the effects of gene dosage and genetic background 
on miraculin accumulation in transgenic tomato fruits,
and in addition we discuss the significance of combining
molecular breeding with cross-breeding to produce
transgenic tomatoes that accumulate miraculin.

Materials and methods
Plant material and growth conditions
The transgenic tomato line 56B was produced in our previous
work (Sun et al. 2007). In brief miraculin encoding 660-bp
DNA fragment was inserted into the XbaI/SacI sites of the
plant transformation vectors pBI121 (Sun et al. 2006). Line
56B possesses a single copy of the miraculin gene driven by the
CaMV 35S promoter.

In the present study, the miraculin-accumulating transgenic
tomato line 56B (background cultivars ‘Moneymaker’) was
crossed with six other cultivars: ‘Micro-Tom (accession number
TOMJPF00001),’ ‘Moneymaker (accession number
TOMJPF00002),’ ‘Aichi-first (accession number
TOMJPF00003),’ ‘Ailsa Craig (accession number
TOMJPF00004),’ ‘M82 (accession number TOMJPF00005)’
and ‘Rutgers (accession number TOMJPF00006),’ which were
provided by the Tomato National BioResource Project (NBRP,
http://tomato.nbrp.jp/). Pollen from line 56B was used to
fertilize flowers of the six cultivars. Seeds from these six hybrid
lines and line 56B were sown on rockwool cubes (5�5�5 cm)
and grown in a closed cultivation system (Naeterasu) that was
commercially developed by Taiyo Kogyo Co., Ltd. (Tokyo,
Japan). Plants were grown at 25/20°C (light/dark) with 16 hr of
light from a fluorescent lamp at 450 mmol m�2 s�1

(photosynthetic photon flux, PPF) and 8 hr of dark. The plants
were provided daily with a nutrient solution containing 565.0
mg L�1 NO3

�2, 15.7 mg L�1 NH4
�, 202.2 mg L�1 PO3

�2;, 218.4
mg L�1 K�, 19.9 mg L�1 Mg2�, 95.0 mg L�1 Ca2� and
micronutrients with an ebb and flood system. After 32 days of
tomato growth in the “Naeterasu,” all seedlings were
transferred to a netted greenhouse and watered with Otsuka-A
nutrient solution (EC, 2.0 dS m�1) using a nutrient film
technique (NFT) system. Each seedling was arranged randomly
on the NFT system’s growing trays. The tomato plants were
pruned, leaving three leaves above the third truss, and the
axillary buds were removed during the experiment. The fruits

were harvested when they turned red and were used for
subsequent analysis.

Separation of Fruit Tissue
The harvested fruits from line 56B and the six hybrid lines
were separated into seven parts: exocarp, mesocarp,
dissepiment, upper placenta, lower placenta, jelly and seeds.
The fresh weights of each separated tissue were measured, and
the tissue was analyzed for miraculin mRNA expression level
and protein content.

Isolation of mRNA and Quantitative Reverse-
Transcriptase PCR (qRT-PCR)
The miraculin mRNA expression levels of 56B�

‘Moneymaker’ and line 56B were determined by qRT-PCR.
Total RNA was isolated from the exocarp and mesocarp of
56B�‘Moneymaker’ and line 56B using an RNeasy plant mini
kit (Qiagen, Tokyo, Japan). cDNA was synthesized from 0.8 mg
of total RNA using a SuperScript VILO cDNA Synthesis Kit
(Invitrogen, Carlsbad, CA, USA). One microliter of cDNA was
diluted in 12.5 mL of TE buffer, and 1 mL of diluted cDNA was
used for qRT-PCR amplification with SYBR Premixed Ex-Taq
(Takara Bio Inc., Otsu, Japan). The qRT-PCR reaction was
performed using miraculin-specific primers and ubiquitin3-
specific primers. Ubiquitin3 has been described previously
(Hoffman et al. 1991) and was used as a control (Hackel et al.
2006; Leclercq et al. 2005). The primer sequences have also
been described previously (Kim et al. 2010).

Immunoblot Analysis and Enzyme-Linked
Immunosorbent Assay (ELISA)
The miraculin content of the whole fruit and separated tissues
from line 56B and all of the hybrid lines was detected with
immunoblot analysis and ELISA. Total protein was extracted
from 0.1 g of sample with 200 mL of extraction buffer
consisting of 20 mM Tris-HCl (pH 8.0), 0.5 M NaCl, and 2%
polyvinylpolypyrrolidone (PVPP). The extracts were
centrifuged at 15,000�g for 20 min at 4°C. The resulting
supernatant was used for immunoblot analysis and ELISA,
which were performed according to Sun et al. (2007) and Kim
et al. (2010), respectively.

Results

Fruit structure of tomato line 56B and its hybrids
Hybrid lines were generated by crossing the transgenic
tomato line 56B (background cultivar ‘Moneymaker’)
with the six cultivars ‘Aichi-first,’ ‘Rutgers,’
‘Moneymaker,’ ‘M82,’ ‘Ailsa Craig’ and ‘Micro-Tom,’
and the resultant fruits are shown in Figure 1. The fruit
weight of line 56B was 77.1 g FW, and those of F1
hybrids showed above were 102.4, 99.2, 96.4, 71.5, 68.7
and 32.4 g FW, respectively (Table 1). The fruit weight of
56B�‘Micro-Tom’ was extremely light compared to the
other F1 hybrids. Although lines 56B and 56B�

‘Moneymaker’ had the same genetic background, the
fruit weight of line 56B tended to be less than that of
56B�‘Moneymaker.’ This difference was not significant
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because the fruit weights of 56B�‘Moneymaker’ were
varying.

The ratios of the individual tissue in relation to total
fruit weight were measured in all lines (Table 1). analysis
of the ratios of individual tissue weights to whole fruit
weight, showed that lines 56B, 56B�‘Aichi-first,’
56B�‘M82’ and 56B�‘Micro-Tom’ contained over 2%
exocarp. In particular, the fruit of 56B�‘Micro-Tom’
comprised of over 3% exocarp. Line 56B�‘M82’
showed the highest percentage (64.0%) of mesocarp. The
percentage of whole fruit made up by lower placenta
showed no difference among the lines. In 56B�‘Aichi-
first,’ the ratios of dissepiment weight and upper placenta
weight to whole fruit weight were higher than those of
the other lines. The ratio of jelly to whole fruit weight
was especially high in 56B�‘Ailsa Craig’ (19.2%) and
especially low in 56B�‘M82’ (10.2%). The ratio of seed
to fruit weight was highest in 56B�‘Micro-Tom’ (2.7%)
and lowest in 56B�‘M82’ (0.8%).

Miraculin accumulation in transgenic tomato
fruits of different genetic backgrounds
Miraculin protein was detected in the leaves of all hybrid
lines by immunoblot analysis (data not shown). The size
of the detected band was 47 kDa, corresponding to the
size of the miraculin dimer (Igeta et al. 1991). These

results indicate that the miraculin gene was expressed
and correctly translated in the hybrid lines. The
miraculin accumulation level in whole red fruits of all
lines was measured by ELISA, and these results are
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Table 1. Ratio of individual fruit tissue weight to total fruit weight in line 56B and hybrid lines

Line
Fruit Tissue per fruit weight (%)a

n
weight (g) Exocarp Mesocarp Dissepiment Upper placenta Lower placenta Jelly Seed

56B 77.1 � 4.7bc 2.3 � 0.1b 59.7 � 1.0b 11.3 � 0.4b 6.7 � 0.3ab 5.4 � 0.2a 12.1 � 1.4cd 0.9 � 0.1bc 14
56B�‘Aichi-first’ 102.4 � 6.7a 2.2 � 0.1b 57.5 � 0.7bc 13.1 � 0.5a 7.1 � 0.3a 5.5 � 0.2a 13.6 � 0.6bc 1.0 � 0.1bc 20
56B�‘Rutgers’ 99.2 � 3.8a 2.0 � 0.1b 58.0 � 0.9bc 11.3 � 0.4b 6.7 � 0.4ab 4.9 � 0.3a 15.8 � 0.8abc 1.5 � 0.1bc 14
56B�‘Moneymaker’ 96.4 � 4.8ab 1.8 � 0.1b 58.5 � 0.6b 10.7 � 0.3bc 6.6 � 0.3ab 5.1 � 0.2a 16.3 � 0.3ab 1.1 � 0.1bc 16
56B�‘M82’ 71.5 � 2.6c 2.0 � 0.1b 64.0 � 0.6a 10.6 � 0.3bc 6.5 � 0.2ab 6.0 � 0.3a 10.2 � 0.6d 0.8 � 0.1c 18
56B�‘Ailsa Craig’ 68.7 � 2.9c 1.8 � 0.1b 55.8 � 0.8c 10.0 � 0.3bc 5.7 � 0.2b 5.3 � 0.3a 19.2 � 0.8a 2.3 � 0.2a 20
56B�‘Micro-Tom’ 32.4 � 2.2d 3.5 � 0.4a 56.3 � 1.6bc 9.3 � 0.6c 6.3 � 0.3ab 6.0 � 0.4a 15.9 � 1.2abc 2.7 � 0.3a 13

The different letters within the columns show a significant difference between each lines by Tukey’s Multiple Comparison Test at p�0.05.
a Average percentages (�SE) of tissues determined from each tissue weight per fruit weight.

Figure 1. Images of the fruits of line 56B and the six hybrids. The
hybrids were obtained from crosses between 56B and six different
cultivars: AF, Aichi-first; RG, Rutgers; MM, Moneymaker; AC, Ailsa
Craig; MT, Micro-Tom. Bars represent 5 cm.

Figure 2. Miraculin accumulation in whole red fruits of line 56B and
the six hybrid lines. The miraculin content was measured by ELISA.
The data presented are the average of three independent fruits, and
vertical bars show the standard error. AF, Aichi-first; RG, Rutgers;
MM, Moneymaker; AC, Ailsa Craig; MT, Micro-Tom. Statistically
significant differences (P�0.05) between lines 56B and the hybrid lines
were determined using Tukey’s Multiple Comparison Test to compare
all possible pairs of columns. FW, fresh weight.

Figure 3. Immunoblot analysis of miraculin protein in extracts from
fruit tissues of line 56B and the six hybrid lines. Protein samples were
extracted from 0.1 mg fresh weight samples, separated by SDS-PAGE
and blotted onto a PVDF membrane. The membrane was hybridized
with antibodies to miraculin. Exo, exocarp; Mes, mesocarp; Dis,
dissepiment; Upl, upper placenta; Lpl, lower placenta; Jel, jelly; Sed,
seed.



shown in Figure 2. Line 56B, which is homozygous for
the miraculin gene, showed the highest level of miraculin
accumulation. In contrast, in all of the heterozygous
hybrid lines, the miraculin accumulation level was
significantly lower than that of line 56B. The lines were
separated into high and low accumulation groups. The
high accumulation group, containing 56B�‘Aichi-first,’
56B�‘Rutgers,’ 56B�‘M82’ and 56B�‘Micro-Tom,’
contained more than 130 mg g�1 FW of miraculin protein.
The low accumulation group, consisting of 56B�

‘Moneymaker’ and 56B�‘Ailsa Craig,’ accumulated
about 110 mg g�1 FW of miraculin protein.

To compare miraculin accumulation patterns between
line 56B and the hybrid lines, their separated fruit tissues
were subjected to immunoblot analysis (Figure 3).
Miraculin protein was detected in all separated tissues in
all lines. In line 56B, the miraculin accumulation level
was highest in the exocarp. The mesocarp, dissepiment,
upper placenta, lower placenta, and seeds showed almost
the same accumulation levels. The jelly showed the
lowest accumulation levels, which corroborates our
previous report (Kim et al. 2010). Despite the different
genetic backgrounds, the accumulation pattern of
miraculin in the hybrid lines was similar to that of line
56B.

Comparison of miraculin protein accumulation
and mRNA expression in the exocarp and
mesocarp of fruits from lines that are
homozygous and heterozygous for the miraculin
gene
To precisely determine the difference in miraculin
accumulation levels between the homozygous line 56B
and the heterozygous hybrid lines, the miraculin levels in
the exocarp and mesocarp were measured by ELISA
(Figure 4). The miraculin levels in the exocarp and
mesocarp of line 56B were 1171.7 mg g�1 FW and 87.44
mg g�1 FW, respectively, indicating a profound effect of
tissue type on miraculin accumulation. A similar
tendency was observed in all hybrid lines, in which
miraculin highly accumulated in exocarps. In the
exocarp of the hybrid lines, the miraculin levels were
lower than that of line 56B but quite variable among the
different hybrids. In the mesocarp, the miraculin levels in
the hybrid lines except 56B�‘Micro-Tom’ were
significantly lower than that of line 56B; 56B�‘Micro-
Tom’ had levels similar to line 56B.

Among hybrid lines, the miraculin level in exocarp of
56B�‘Moneymaker’ was significantly lower than the
other hybrid lines except 56B�‘Micro-Tom,’ and that of
56B�‘Micro-Tom’ was similar level. The miraculin
levels in mesocarp of 56B�‘Ailsa Craig’ and 56B�

‘Micro-Tom’ were significantly higher than that of 56B�

‘Moneymaker.’ These results demonstrated the
significance of gene dosage and genetic background on

miraculin accumulation in fruit tissues.
To assess the correlation between mRNA expression

and miraculin protein accumulation, mRNA expression
in the exocarp and the mesocarp was compared between
the homozygous line 56B and the heterozygous line
56B�‘Moneymaker’ by qRT-PCR (Figure 5). The
miraculin mRNA expression level in the exocarp of line
56B was 4.7 times higher than that of line 56B�

‘Moneymaker’, which correlated with miraculin protein
accumulation (Figure 4). In the mesocarp, the miraculin
expression level of line 56B was 1.5 times higher than
that of line 56B�‘Moneymaker,’ which also correlated
with miraculin accumulation (Figure 4). These results
indicated that mRNA expression reflected miraculin
protein accumulation in the transgenic tomato fruits, and
the mRNA expression was affected by gene dosage.

Discussion

Cross-breeding is a powerful technique for crop
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Figure 4. Miraculin accumulation in the exocarp and mesocarp
tissues of line 56B and the hybrid lines. The miraculin levels were
measured by ELISA. The data presented are the average of three
independent fruits, and vertical bars show the standard error. The
miraculin genotypes of these tomatoes are shown at the bottom of the
graph. Asterisks indicate significant difference between
56B�‘Moneymaker’ (control column) and the other hybrid lines at the
1% (P�0.01, double) and 5% (P�0.05, single) significance level using
Dunnett’s Multiple Comparison Test. NS means not significant. Exo,
exocarp; Mes, mesocarp; AF, Aichi-first; RG, Rutgers; MM,
Moneymaker; AC, Ailsa Craig; MT, Micro-Tom.

Figure 5. Miraculin mRNA accumulation in the exocarp and
mesocarp of lines 56B and 56B�Moneymaker. Relative expression
levels of the miraculin gene were normalized to the ubi3 expression
level as an internal reference. The Y-axis values reflect the means and
standard errors of three independent fruits.



improvement. Once elite transgenic line is obtained, the
elite line can be improved by crossing with other lines
conferring superior traits. Previously, we reported the
ratio of individual tissue weights to whole fruit weight in
pure cultivar lines (Kim et al. 2010). The fruits weights
of pure cultivar lines, ‘Aichi-first’ and ‘Micro-Tom’ used
in this study were 263.4 and 3.66 g FW, respectively. The
whole fruit weight of line 56B�‘Aichi-first’ was heavier
than that of line 56B (77.1 g FW). Line 56B�‘Micro-
Tom’ (32.4 g FW) weighed less than that of line 56B.
The increased fruit weight observed in the hybrids is in
agreement with Larson and Currence (1944), who
reported larger tomato fruit size from those inbred lines
having larger fruits. The ratio of individual tissue
weights to whole fruit weight were altered by crossing
the line 56B with these pure cultivar lines. For instance,
the exocarp ratio of line 56B�‘Micro-Tom’ (3.5%) was
significantly higher than that of line 56B (2.3%), while
dissepiment ratio of line 56B (11.3%) was significantly
higher than that of line 56B�‘Aichi-first’ (13.1%). These
results indicate that the overall fruit weight and the ratio
of individual fruit tissues to total fruit weight can be
altered by cross-breeding.

We previously reported that the miraculin protein
accumulates to high levels in the exocarp and mesocarp
of line 56B (Kim et al. 2010). In this study, we used
hybrid lines to demonstrate that the miraculin
accumulation pattern in tomato fruit tissue is unchanged
in different genetic backgrounds, while the ratio of
individual fruit tissue weight to total fruit weight does
change. These results indicate that the miraculin
productivity in transgenic tomato fruit can be altered by
changing the ratio of exocarp and mesocarp in fruit
through cross-breeding. For example, fruits with a higher
percentage of exocarp and mesocarp should be able to
accumulate higher amounts of miraculin in the whole
fruit. In fact, the miraculin content of whole fruits was
higher in 56B�‘Aichi-first,’ 56B�‘Rutgers,’ 56B�

‘M82’ and 56B�‘Micro-Tom,’ and these fruits also had
higher ratios of exocarp and mesocarp.

A potential problem with breeding transgenic cultivars
is that instability of the transgene is not apparent until
the second or third generation (Srivastava et al. 1996).
Ideally, an introduced gene should be expressed in every
genotype of a transgenic cultivar. This end can be
achieved by maintaining the transgene in a homozygous
state, thereby ensuring that all progeny of the next
generation will inherit the transgenic trait. In this study,
line 56B was homozygous for the miraculin gene, while
the hybrid lines were heterozygous for the miraculin
gene because the pure cultivars crossed with line 56B did
not possess the transgene. We compared the miraculin
content of lines 56B and 56B�‘Moneymaker,’ which
have the same genetic background. The miraculin levels
in the whole fruit (Figure 2), exocarp and mesocarp

(Figure 4) of line 56B were higher than those in
56B�‘Moneymaker.’ Importantly, we showed that the
higher levels of miraculin in the exocarp and mesocarp
of line 56B were due to higher miraculin gene expression
in each tissue. These results indicate that gene dosage is
reflected in mRNA expression and miraculin protein
accumulation in the transgenic tomato fruits. Therefore,
to produce a transgenic tomato line that accumulates
high levels of miraculin in its fruits, a line that is
homozygous for the miraculin gene will be required.

In conclusion, gene dosage impacts miraculin mRNA
expression and miraculin protein accumulation in
transgenic tomato fruits. This result clearly indicates that
to produce hybrid tomato cultivars that accumulate
miraculin to high levels, both pure parental lines should
have a miraculin gene in their genomes. Genetic
background affects miraculin protein accumulation in
transgenic tomato fruits via fruit structure. This result
suggests that it is possible to alter the level of miraculin
accumulation by crossing a transgenic line expressing
the miraculin gene to other tomato lines with different
genetic backgrounds. Finally, in this study, we propose
that molecular breeding combined with cross-breeding is
an effective means to improve the production level of
recombinant protein using transgenic plants.

Acknowledgements

We thank members of the Ezura laboratory for helpful discussions.
This study was supported by the project “Development of
Fundamental Technologies for the Production of High-value
Materials Using Transgenic Plants,” by the Ministry of Economy,
Trade, and Industry of Japan (to H.E.). The six pure line cultivars
were provided by the Gene Research Center, University of
Tsukuba, through the National BioResource Project (NBRP) of the
MEXT, Japan.

References

Baruah-Wolff J, Harwood WA, Lonsdale DA, Harvey A, Hull R,
Snape JW (1999) Luciferase as a reporter gene for
transformation studies in rice (Oryza sativa L.). Plant Cell Rep
18: 715–720

Brouwer JN, Van der wel H, Francke A, Henning GJ (1968)
Miraculin, the sweetness-inducing protein from miracle fruit.
Nature 220: 373–374

Cao Y, Ding X, Cai M, Zhao J, Lin Y, Li X, Xu C (2007) The
expression pattern of a rice disease resistance gene Xa3/Xa26 is
differentially regulated by the genetic backgrounds and
developmental stages that influence its function. Genetics 177:
523–533

Duan X, Li X, Xue Q, Abo-el-Saad M, Xu D, Wu R (1996)
Transgenic rice plants harboring an introduced potato proteinase
inhibitor II gene are insect resistant. Nat Biotechnol 14: 494–498

Hackel A, Schauer N, Carrari F, Fernie AR, Grimm B, Kuhn C
(2006) Sucrose transporter LeSUT1 and LeSUT2 inhibition
affects tomato fruit development in different ways. Plant J 45:
180–192

Y.-W. Kim et al. 337

Copyright © 2010 The Japanese Society for Plant Cell and Molecular Biology



Hedrick UP, Booth NO (1968) Mendelian characters in tomato.
Proc Am Soc Hort 5: 19–24

Hoffman NE, Ko K, Milkowski D, Pichersky E (1991) Isolation
and characterization of tomato cDNA and genomic clones
encoding the ubiquitin gene ubi3. Plant Mol Biol 17: 1189–1201

Igeta H, Tamura Y, Nakaya K, Nakamura Y, Kurihara Y (1991)
Determination of disulfide array and subunit structure of taste-
modifying protein, miraculin. Biochim Biophys Acta 1079:
303–307

Kant R (2005) Sweet proteins–potential replacement for artificial
low calorie sweeteners. Nutr J 4: 5

Kim YW, Kato K, Hirai T, Hiwasa-Tanase K, Ezura H (2010)
Spatial and developmental profiling of miraculin accumulation
in transgenic tomato fruits expressing the miraculin gene
constitutively. J Agric Food Chem 58: 282–286

Kurihara K, Beidler LM (1968) Taste-modifying protein from
miracle fruit. Science 161: 1241–1243

Kurihara Y (1992) Characteristics of antisweet substances, sweet
proteins, and sweetness-inducing proteins. Crit Rev Food Sci
Nutr 32: 231–252

Kurihara Y, Nirasawa S (1997) Structures and activities of
sweetness-inducing substances (miraculin, curculin, strogin) and
the heat-stable sweet protein, mabinlin. FFI J Jpn 174: 67–74

Larson RE, Currence TM (1944) The extent of hybrid vigor in F1
and F2 generations of tomato crosses. Minn Agr Exp Sta Tech
Bull 164: 1–32

Leclercq J, Ranty B, Sanchez-Ballesta MT, Li Z, Jones B, Jauneau
A, Pech JC, Latche A, Ranjeva R, Bouzayen M (2005)
Molecular and biochemical characterization of LeCRK1, a
ripening-associated tomato CDPK-related kinase. J Exp Bot 56:
25–35

Matsuyama T, Satoh M, Nakata R, Aoyama T, Inoue H (2009)
Functional expression of miraculin, a taste-modifying protein in
Escherichia coli. J Biochem 145: 445–450

Peach C, Velten J (1991) Transgene expression variability (position

effect) of CAT and GUS reporter genes driven by linked
divergent T-DNA promoters. Plant Mol Biol 17: 49–60

Rao MR, Choudhury B (1981) Studies on canning-qualities of
tomato. Scientia Hort 14: 299–305

Scott A, Woodfield D, White DWR (1998) Allelic composition and
genetic background effects on transgene expression and
inheritance in white clover. Mol Breed 4: 479–490

Spencer TM, O’Brien JV, Start WG, Adams TR, Gordon-Kamm
WJ, Lemaux PG (1992) Segregation of transgenes in maize.
Plant Mol Biol 18: 201–210

Srivastava V, Vasil V, Vasil IK (1996) Molecular characterization of
the fate of transgenes in transformed wheat (Triticum aestivum
L.). Theor Appl Genet 92: 1031–1037

Sugaya T, Yano M, Sun HJ, Hirai T, Ezura H (2008) Transgenic
strawberry expressing the taste-modifying protein miraculin.
Plant Biotechnol 25: 329–333

Sun HJ, Cui ML, Ma B, Ezura H (2006) Functional expression of
the taste-modifying protein, miraculin, in transgenic lettuce.
FEBS Lett 580: 620–626

Sun HJ, Kataoka H, Yano M, Ezura H (2007) Genetically stable
expression of functional miraculin, a new type of alternative
sweetener, in transgenic tomato plants. Plant Biotechnol J 5:
768–777

Theerasilp S, Kurihara Y (1988) Complete purification and
characterization of the taste-modifying protein, miraculin, from
miracle fruit. J Biol Chem 263: 11536–11539

Walters DA, Vetsch CS, Potts DE, Lundquist RC (1992)
Transformation and inheritance of a hygromycin
phosphotransferase gene in maize plants. Plant Mol Biol 18:
189–200

Yano M, Hirai T, Kato K, Hiwasa-Tanase K, Fukuda N, Ezura H
(2010) Tomato is a suitable material for producing recombinant
miraculin protein in genetically stable manner. Plant Sci 178:
469–473

338 Effect of gene dosage and genetic background on miraculin accumulation

Copyright © 2010 The Japanese Society for Plant Cell and Molecular Biology


