Spatio-temporal expression analysis of Arabidopsis thaliana spermine synthase gene promoter
[Plant Biotechnol. 28(4): 407-411 (2011)]

© 2011 The Japanese Society for Plant Cell and Molecular Biology

A B
SPMS Pro-GUS ACLS5 Pro-GUS
30 30 p—
1.
o
B101
B 25l g 25 el
kS 3 5
L ALV S 9
2 g So4
5 15 £ 15 5
I 2 Y » TR T
=) =]
O 5]
QM0 e oo Q A0 e
© k)
[0
O 5 B & B e o e
ol o a2
7] %) - & i) 1 (2] 0 ] (%) o %) k2] 8 14
S z2 32 3 § § ¢ £ 2232 8 : & ¢
o 5 ©vTH X bS] 7] 3 8 S vgo X 5] 7] 3
£ TO S0 — [y [ TO SO — o
a Ng 29 a Ng 29

Supplemental Figure 1. The relative GUS transcript levels in the corresponding tissues of SPMS promoter-GUS transgenics and
ACL5 promoter-GUS transgenics were quantified by real-time RT-PCR and normalized to a control gene, CBP20. (A) The relative GUS
transcript levels in the corresponding tissues of SPMS promoter-GUS transgenics. (B) The relative GUS transcript levels in the corre-
sponding tissues of ACL5 promoter-GUS transgenics. The inset has magnified scales in ordinate. The GUS transcript levels detected in
embryos of ACL5 promoter-GUS transgenics were set as 1 and the others were relatively displayed.



