Supplemental Data S2. Protein sequences of CYP716A enzymes used for phylogenetic tree analysis. 

Protein sequences collected from GenBank are listed in FASTA format.
>AsCYP51H10

MDMTICVVWLVLAIISIAAVVSKSSKRSNASDSVVTRPPPPVVTGIDLLKFLHALCRKDPEAAMMYLYNKLGSIFTLSFLWKRVTILIGHEASIPFFHGLESDVSQGNFNEFTVPMFGKENGYAVEYATRIEQSRFFYDSLKASQLRSHVDLIRQEVEEYFAKWGDEGEVDLKQEFTKLLMLIAGRCLLGSEVRDTIFGEFYTLFADIEEGVNLFSYMFPYMPVPVNNRRDRAQMKLTSIVSEIVRSRKRCNRVEDDMLQRLIDSRYKDGRPTTEGEVSGMIIGLIFAGKHTSTITASWTGACLLTHPKFLGAAVEEQKQMMSKYKDNIDYNILSEMEILHSCIKEAGRMYPAAPVLLRKTLKEISVQTREGGEYGIPKGTTLAHLVMLTGKVPHTYKDPEVYDPDRFRVGREEDKIGGKLSYTIFGAGRHACAGESFAFMQIKIIWSHLLRNFDLKLTSPFPKQDWSKFIIEPKGKVMVSYKRCRMPAN

>AtCYP716A1

MYMAIMIILFLSSILLSLLLLLRKHLSHFSYPNLPPGNTGLPLIGESFSFLSAGRQGHPEKFITDRVRRFSSSSSCVFKTHLFGSPTAVVTGASGNKFLFTNENKLVVSWWPDSVNKIFPSSMQTSSKEEARKLRMLLSQFMKPEALRRYVGVMDEIAQRHFETEWANQDQVIVFPLTKKFTFSIACRSFLSMEDPARVRQLEEQFNTVAVGIFSIPIDLPGTRFNRAIKASRLLRKEVSAIVRQRKEELKAGKALEEHDILSHMLMNIGETKDEDLADKIIGLLIGGHDTASIVCTFVVNYLAEFPHVYQRVLQEQKEILKEKKEKEGLRWEDIEKMRYSWNVACEVMRIVPPLSGTFREAIDHFSFKGFYIPKGWKLYWSATATHMNPDYFPEPERFEPNRFEGSGPKPYTYVPFGGGPRMCPGKEYARLEILIFMHNLVNRFKWEKVFPNENKIVVDPLPIPDKGLPIRIFPQS

>AtCYP716A2

MYLTIIFLFISSIIFPLLFFLGKHLSNFRYPNLPPGKIGFPLIGETLSFLSAGRQGHPEKFVTDRVRHFSSGIFKTHLFGSPFAVVTGASGNKFLFTNENKLVISWWPDSVNKIFPSSTQTSSKEEAIKTRMLLMPSMKPEALRRYVGVMDEIAQKHFETEWANQDQLIVFPLTKKFTFSIACRLFLSMDDLERVRKLEEPFTTVMTGVFSIPIDLPGTRFNRAIKASRLLSKEVSTIIRQRKEELKAGKVSVEQDILSHMLMNIGETKDEDLADKIIALLIGGHDTTSIVCTFVVNYLAEFPHIYQRVLEEQKEILNNKDVNEKLTWEDIEKMRYSWNVACEVMRIVPPLAGTFREAIDHFSFKGFYIPKGWKLYWSATATHKNPEYFPEPEKFEPSRFEGSGPKPYTYVPFGGGSRICPGREYARLEILIFMHNLVKRFKWEKVFPKENKLVADPAPIPAKGLPIRIFPQS

>MtCYP716A12

MEPNFYLSLLLLFVSFISLSLFFIFYKQKSPLNLPPGKMGYPIIGESLEFLSTGWKGHPEKFIFDRMRKYSSELFKTSIVGESTVVCCGAASNKFLFSNENKLVTAWWPDSVNKIFPTTSLDSNLKEESIKMRKLLPQFFKPEALQRYVGVMDVIAQRHFVTHWDNKNEITVYPLAKRYTFLLACRLFMSVEDENHVAKFSDPFQLIAAGIISLPIDLPGTPFNKAIKASNFIRKELIKIIKQRRIDLAEGTASPTQDILSHMLLTSDENGKSMNELNIADKILGLLIGGHDTASVACTFLVKYLGELPHIYDKVYQEQMEIAKSKPAGELLNWDDLKKMKYSWNVACEVMRLSPPLQGGFREAITDFMFNGFSIPKGWKLYWSANSTHKNAECFPMPEKFDPTRFEGNGPAPYTFVPFGGGPRMCPGKEYARLEILVFMHNLVKRFKWEKVIPDEKIIVDPFPIPAKDLPIRLYPHKA

>AaCYP716A14v2

MVDLILIYSIFLYLIVVLVPLSLYFVFYKSKPVVDRKLPPGQTGWPVIGETLEFLTNGWKGHPEKFIFDRMARFSPHVFKTSLMLEDAAVFCGSAGNKFLFSNENKLVKAWWPASVEKILPSAKETTNQRKMLSRSFRPESLRQYVPVMDMMAQRHFKTEWDGMDQIVTHEVTQNFTFSLACKIFVSIEDPEEVKHLSGPFEKFAPGIFSIPIDLPWTPLRRAIHAGNFIRKEIIAIIKQRKIDLADGKASPTQDILSQMLCDEESQNIAEADIADVIIGLLIGGHDNASSTCAFIVKFLADLPEIYEGVLKEQLEIAKSKAPGELLNWEDLSKMKYSWNVACEVLRLAPPLQGSFREAMTDFVYNGYSIPKGWKLYWSALSTHKNPEVFTEPQKLDPSRFDGKGPAPYTFVPFGGGPHMCPGREYARLEILVFMHHLVIKYKWEKVIPNEQIIVNPMPKLAKGLPLRLYPRYA

>VvCYP716A15

MEVFFLSLLLIFVLSVSIGLHLLFYKHRSHFTGPNLPPGKIGWPMVGESLEFLSTGWKGHPEKFIFDRISKYSSEVFKTSLLGEPAAVFAGAAGNKFLFSNENKLVHAWWPSSVDKVFPSSTQTSSKEEAKKMRKLLPQFFKPEALQRYIGIMDHIAQRHFADSWDNRDEVIVFPLAKRFTFWLACRLFMSIEDPAHVAKFEKPFHVLASGLITVPIDLPGTPFHRAIKASNFIRKELRAIIKQRKIDLAEGKASQNQDILSHMLLATDEDGCHMNEMEIADKILGLLIGGHDTASAAITFLIKYMAELPHIYEKVYEEQMEIANSKAPGELLNWDDVQNMRYSWNVACEVMRLAPPLQGAFREAITDFVFNGFSIPKGWKLYWSANSTHKSPECFPQPENFDPTRFEGNGPAPYTFVPFGGGPRMCPGKEYARLEILVFMHNVVKRFKWDKLLPDEKIIVDPMPMPAKGLPVRLHPHKP

>VvCYP716A17

MEVFFLSLLLISVLSVSIRLYLLLYKHRSHFTGPNLPPGKIGWPMVGESLEFLSTGWKGHPEKFIFDRISKYSSEVFKTSLLGEPAAVFAGAAGNKFLFSNENKLVHAWWPSSVDKVFPSSTQTSSKEEAKKMRKLLPQFLKPEALQRYTGIMDHIAQRHFADSWDNRDEVIVFPLAKRFTFWLACRLFMSIEDPAHVAKFEKPFHVLASGLITIPIDLPGTPFHRAIKASNFIRKELRAIIKQRKIDLAESKASKTQDILSHMLLATDEDGCHMNEMSIADKILGLLIGGHDTASSAITFLVKYMAELPHIYEKVYKEQMEIANSKAPGELLNWDDVQKMRYSWNVACEVMRLAPPLQGAFREAITDFVFNGFSIPKGWKLYWSANSTHKSLECFPQPEKFDPTRFEGAGPAPYTFVPFGGGPRMCPGKEYARLEILIFMHNLVKRFKWDKLLPDEKIIVDPMPMPAKGLPVRLHPHKP

>SlCYP716A44

MELLYVCLVCVFVFLVSLLLLYKKKSGEGLPPGKTGWPVFGESLEFLSCGWKGHPEKFIFDRVAKYSSSVFKTHLLGEEAAVFCGASANKFLFSNENKLVQAWWPNSVNKVFPSSTQTSSKEEAIKMRKMLPNFFKPEALQRYVGIMDHITQRHFASGWENKEQVVVFPLTKRYTFWLACRLFLSVEDPKHVAKFADPFDVLASGLISIPIDLPGTPFNRAIKASNFIRKELVRIIKQRKIDLGEGKVSSTQDILSHMLLTCDENGKFLGDLDIADKILGLLIGGHDTASSACSFIVKYLAELPHIYQRVYTEQMEIAKSKGPGELLRWEDIQKMKYSWNVACEVLRLAPPLQGAFREALSDFMFNGFYIPKGWKIYWSANSTHKREEFFPDPEKFDPSRFEGSGPAPYTFVPFGGGPRMCPGKEYARLEILVFMHHLVKRFKFEKIIPHEKIIVNPMPIPANGLPLRLYPHHHNP

>SlCYP716A46

MELFYASLVCLFVLLLSLSFLFLFNKKNKSMILSCPLPPGNSGWPVIGETLEFLSTGWKGHPEKFIFDRISKYKSSIFKTHLLGEKAVVFCGASSNKFLFSNENKLVQTWWPSSVDKVFPSSTQTSSKEEAIKMRKMLPNFLKPEALQRYIRIMDHIAQKHFQSWENQQEVVVFPLAKRYTFWLACRLFVSVEDPNHVARLADPFDVLASGLISIPINLPGTPFNRAIKASNFIRKELVAIIKQRKIDLTEGKASDSQDILSHMLLTSDENGKFMHELDIADKILGLLIGGHDTASSACAFIVKYLAELPEIYDQVYKEQIEIAKSKGPGELLSWEDIKKMKYSWNVACEVLRLAPPLQGAFREALVDFTFNGFSIPKGWKIYWSANSTHINPEVFVDPLKFDPSRFEGNGPAPYTFVPFGGGPRMCPGKEYARLEILVFMHHLVKRFSWKKIIRDEKIVVNPMPIPANGLPIRLYPHHVKT

>PagCYP716U1

MAAAMVLFFSLSLLLLPLLLLFAYFSYTKRIPQKENDSKAPLPPGQTGWPLIGETLNYLSCVKSGVSENFVKYRKEKYSPKVFRTSLLGEPMAILCGPEGNKFLYSTEKKLVQVWFPSSVEKMFPRSHGESNADNFSKVRGKMMFLLKVDGMKKYVGLMDRVMKQFLETDWNRQQQINVHNTVKKYTVTMSCRVFMSIDDEEQVTRLGSSIQNIEAGLLAVPINIPGTAMNRAIKTVKLLTREVEAVIKQRKVDLLENKQASQPQDLLSHLLLTANQDGQFLSESDIASHLIGLMQGGYTTLNGTITFVLNYLAEFPDVYNQVLKEQVEIANSKHPKELLNWEDLRKMKYSWNVAQEVLRIIPPGVGTFREAITDFTYAGYLIPKGWKMHLIPHDTHKNPTYFPSPEKFDPTRFEGNGPAPYTFTPFGGGPRMCPGIEYARLVILIFMHNVVTNFRWEKLIPNEKILTDPIPRFAHGLPIHLHPHN

>OeCYP716A48

MEFFYVSLLCLFVFLISLSLHFLFYKNKSSFSGQIPPGKTGWPVIGESLEFLSNGWKGHPEKFIFDRIAKYSSYVFRTHLFGEPAAVFCGANGNKFLFSNENKLVQAWWPASVDKVFPSSNQTSSKEEAVKMRKMLPTFFKPEALQRYVGIMDHIAQRHFSDGWDNKNEVVVFPLAKRYTFWLACRLFVSVEDPAHVAKFADPFNELASGLISIPIDLPGTPFHRAIKSSNFIRKELVSIIKQRKIDLAEGKASPTQDILSHMLLTSDESGKFMHELDIADKILGLLVGGHDTASSACTFVVKYLAELPEIYEGVYQEQMEIAKSKAPGELLNWDDIQKMKYSWNVACEVLRLAPPLQGAFREAITDFMFNGFSIPKGWKLYWSANSTHRNSEFFPEPLKFDPSRFEGSGPAPYTFVPFGGGPRMCPGKEYARLEILVFMHHLVKRFKWEKLIPDEKIVVDPMPIPAKGLPIRLYPLNA

>BevCYP716A49

MELFFLCGLILFLSLSLASLYLLYNHNSTKGYRVPPGTMGWPVVGESLEFLSTGWKGYPEKFIFDRLSKYAPNQIFKTSILGEKVAVICGAAGNKFLYSNENKLVQAWWPSSVDKIFPSSTQTSSKEESKKMRKLLPNFLKPEALQRYIPIMDTIAIRHMESGWDGKDKVEVFPLAKRYTFWLACRLFLSIEDPDHVAKFAEPFNDIAAGIISLPVNLPGTPFNRGIKSSNVVRKELRAIIKQRKLDLADGKASTTQDILSHMLLTADEDGRFMTEMDIADKILGLLIGGHDTASAACTFVVKYLAELPHVYEAVCKEQMEIAKSKAEGELLNWEDIQKMKYSWNVACEVMRLAPPLQGGFREAISDFMYGGFQVPKGWKLYWSANSTHRNPECFPEPEKFDPSRFEGKGPAPYTYVPFGGGPRMCPGKEYARLEILVFMHNVVKRFKWEKVLPNEKVIVNPMPIPENGLPVRLFPHPQIVAA

>CoaCYP716A50

MEFFYVSLLCLFLLLVTLSLHFLFYKSRSALSGPLPPGKTGWPMVGESLEFLSCGWKGHPEKFVFDRMAKYSSHVFKTHLLGEKAAVFCGAPGNKFLFSNENKLVQAWWPASVDKVFPSSTQTSSKEEAIKMRKMLPNFLKPEALQRYIGIMDHIAGRHFSSGWENKDQVKVFPLCKNYTFWIASRLFVSVEEPTEVAKLLEPFNVLASGLISVPIDLPGTPFNRAVKASNQIRKMLVALIKQRKVDLAESKASPTQDIMSHMLTISDENGKFMHELDVADKILGLLIGGHDTASSACTFVIKFLAELPEIYEGVYKEQMEIVKSKAPGELLNWDDIQKMKYSWNVACEVLRLAPPLQGAFREALADFMYNGFSIPKGWKIYWSANTTHRNPECFPEPQKFDPSRFEGSGPAPYTFVPFGGGPRMCPGKEYARLEILVFIHHVVKRFRWEKIIPDEKIVVDPMPIPAKGLPVRLFPHKA

>PagCYP716A52v2

MELFYVPLLSLFVLFISLSFHFLFYKSKPSSSGGFPLPPGKTGWPIIGESYEFLSTGWKGYPEKFIFDRMTKYSSNVFKTSIFGEPAAVFCGAACNKFLFSNENKLVQAWWPDSVNKVFPSSTQTSSKEEAIKMRKMLPNFFKPEALQRYIGLMDQIAANHFESGWENKNEVVVFPLAKSYTFWIACKVFVSVEEPAQVAELLEPFSAIASGIISVPIDLPGTPFNSAIKSSKIVRRKLVGIIKQRKIDLGEGKASATQDILSHMLLTSDESGKFMGEGDIADKILGLLIGGHDTASSACTFVVKFLAELPQIYEGVYQEQMEIVKSKKAGELLKWEDIQKMKYSWNVACEVLRLAPPLQGAFREALSDFTYNGFSIPKGWKLYWSANSTHINSEVFPEPLKFDPSRFDGAGPPPFSFVPFGGGPRMCPGKEYARLEILVFMHHLVKRFKWEKVIPDEKIVVNPMPIPANGLPVRLFPHKA

>PagCYP716S1v2

MDLFISSQLLLLLVFCLFLFWNFKPSSQNKLPPGKTGWPIIGETLEFISCGQKGNPEKFVTQRMNKYSPDVFTTSLAGEKMVVFCGASGNKFIFSNENKLVVSWWPPAISKILTATIPSVEKSKALRSLIVEFLKPEALHKFISVMDRTTRQHFEDKWNGSTEVKAFAMSESLTFELACWLLFSINDPVQVQKLSHLFEKVKAGLLSLPLNFPGTAFNRGIKAANLIRKELSVVIKQRRSDKLQTRKDLLSHVMLSNGEGEKFFSEMDIADVVLNLLIASHDTTSSAMGSVVYFLADHPHIYAKVLTEQMEIAKSKGAEELLSWEDIKRMKYSRNVINEAMRLVPPSQGGFKVVTSKFSYANFIIPKGWKIFWSVYSTHKDPKYFKNPEEFDPSRFEGDGPMPFTFIPFGGGPRMCPGSEFARLEVLIFMHHLVTNFKWEKVFPNEKIIYTPFPFPENGLPIRLSPCTL

>MlCYP716A75

MELLFVSLLSLFLLILLPLSLLFLFPSSFSTTTTEANKNSANLPPGLTGWPVVGESFQFLAAGWRGNPEKFIFDRIAKYSSYVYKTNLMLERTAVFCGAPAHKFLFSNENKLVQSWWPSSVNKIFPSSNQTSSKEEAMKMRKMLPNFFKPEALQGYIGIMDTIAQRHFAADWDNKDYIVVFPLCKRYTFWLACKIFMSIEDPKDVDRFLARFNLVAEGLLSIPIDLPGTPFHHSIKAAEFIREHLVAIIKQRKIDLAEGKASPTQDIMSYMLLTPDEDGKFMKEYDIADKILGLLVGGHDTASSACAFIVKYLAELPQVYQGVYKEQMEIAKSKGPGELLNWDDIQKMKYSWNVACEVLRLAPPLQGAFRDVLKDFMYEGFYIPKGWKVYWSAHSTHKNPEYFPEPYKFDPSRFDGSGPAPYTFVPFGGGPRMCPGKEYARLEILVFMHNLVKRFRWEKLIPDEKIVVNPMPVPEKGLPIRLFSYDA

>CqCYP716A78

MELFFLASIALISSLSLPFLYLFYRHYSTWGYKLPPGSMGWPVVGESLEFFSTGWKGYPEKFIFDRLKKYKPSQVFKTSIFGEKVAILCGATGNKFLYSNENKLVQAWWPKSVDKIFPAATQHSSIEEARTMRKLIPLFLKPESLQRYIPIMDTIATRHMESGWEGKDKVEVFPLAKRYTFWVACRLFLSIEDPVHVAKFADPFNEIAAGIISIPIDLPGTPFHKGIKSSEIVRKELSAIIKQRKLDLADGKASPTQDILSHMLLTSTDDGKFMNEMDIANKILGLLIGGHDTASASCTFIVKFLAELPHIYEGVYKEQMEIANSKKPGELLNWEDIQKMKYSWNVACEVMRLAPPLQGGFREAISDFMYNGFQIPKGWKLYWSANTTHLNPEFFPEPTKFDPSRFDGSGPAPYTFVPFGGGPRMCPGKEYARLEILVFMYHIVKRFKWEKVLPSEKVIVNPMPIPEHGLPVRLFPHPQTTVA

>CqCYP716A79

MELFFLCSIALVFFLSLPFLYLFYRHNSTRGYKLPPGSMGWPVVGESLEFFSTGWKGYPEKFIFDRLKKYKPSQVFKTSIFGEQVAILCGATGNKFLYSNENKLVQAWWPKSVDKIFPAATQHSSIEEARTMRKLIPLFLKPESLQRYIPIMDTIATRHMESGWEGKDKVEVFPLAKRYTFWVACRLFLSIEDPVHVAKFADPFNEIAAGIISIPIDLPGTPFHKGIKSSEIVRKELRAIIKQRKLDFADGKASPTQDILSHMLLTSTEDGKFMNEMDIANKILGLLIGGHDTASASCTFIVKFLAELPHIYEGVYKEQMEIANSKKPGELLNWEDIQKMKYSWNVACEVMRLAPPLQGGFREAISDFMYNGFQIPKGWKLYWSANTTHLNPECFPEPQKFDPSRFDGSGPAPYTFVPFGGGPRMCPGKEYARLEILVFMYHIVKRFKWEKVLPNEKVIVNPMPIPEHGLPVRLFPHPQTAVA

>BavCYP716A80

MYLTILFLFVSSILLSLMFLLRKHLSHFSYQNLPPGKTGFPLIGESLSFLSEGSQGHPEKFITDRVRRFISSSSGVFKTHLFGSPTAVMTGASGNKFLFTNENKLVVSWWPDSVKKIFPYTQSTYTEESKKLRILLLQFMKPEALRKYIGVMDEVTQRHFETEWTNKKQLIVYPLSKKLTFSIACRLFLSMDDPERVSKLEERFNSVVMGIYSIPIDLPGTRFNRSIKASRLIRKEVCAIIGQRREELKAGRASAEQDVLSHMLTSVGETKDEDLANYLIGILIGGHDTAAIATTFIISYLAEYPHVYQRVLQEQKEILNEKKEKERLKWEDIEKMKYSWNVACEVMRLVPPLTGTFREAIDHFTFKGFYIPKGWKLYWSATATHMNPDYFPEPERFEPNRFEGSGPKPYTYIPFGGGPRMCPGREFARLEILVIIHNLVNRFKWEKVSPNENKIVVDPLPKPGNGLPIRIFPHF

>BavCYP716A81

MYLTILFLFVSSILLSLMFLLRKHLSHFSYQNLPPGKTGFPLIGESLSFLSEGRQGRPEKFVTDRVRRFISSSTGVFKTHLFGYPTAVMTGASGNKFLFTNENKLVVSWWPDSVKKIFPYTQSTYTDESKKLRILLMQFMKPEALRKYIGVMDEVAQRHFETLWTNQKQLIVYPLSKKLTFSVACRLFLSMDDPERVSKLEDRFNSVVTGIYSVPIDLPGTRFNRSIKASRLLRKEVCAIIGQRREELKAGRASAEQDVLSHMLMSVGETKDEDLANYLIGILIGGHDTAAIATTFIINYLAEYPHVYQRVLQEQKEILKEKKEEERLKWEDIEKMKYSWNVACEVMRLVPPLTGNFREAIDHFTFKGFYIPKGWKLYWSATATHMNPDYFPEPERFEPNRFEGSGPKPYSYIPFGGGPRMCPGREFARLEILVIIHNLVNRFKWEKVFPNENKIVVDPLPKPGNGLPIRIFPHF

>CeaCYP716A83

MELFFVPLFSSLVLFVFFCFLLLFYKNNKWRSSGAPLPPGQTGWPFIGESYEFLSTGWKGYPEKFIFDRIAKHSSNVFKTSILGEHAAVFCGAACNKFLFSNENKLVQAWWPDSVNKVFPSSTQTSSKEEAIKMRKMLPNFLKPDALQRYVGTMDSIARRHFESGWDNKNEIVVFPLAKTYTFWIACKLFVSVEEPSQVAKLLEPFSAIASGIISVPIDLPGTPFNSAIKSSKRIREMLWKIIKQRKIDLAEGKASPTQDILSHMLLTSDENGKFMSELDIADKILGLLIGGHDTASSACTFVVKFLAELPEIYDGVYKEQMEIVKSKGPGELLNWDDIQKMKYSWNVACEVLRLAPPLQGGFREVLTDFSYNGFSIPKGWKIYWTANSTHRNSEVFPEPLKFDPSRFEGTGPPPFTFVPFGGGPRMCPGKEYARLEILVFIHNLVKRYKWEKIIPDEKIIVNPMPIPAKGLPIRLFPHKA

>CeaCYP716A86

MELLSSYASFLFLLFVLLSVGLLYKKKSSSSSKTGSPIPPGKTGWPVLGESLEFLSTGWKGHPEKFIFDRMAKYSSSVFRTSLLGEPAAVFCGAAGNKFLFSNENKLVQAWWPSSVDKLFPSSNQTSSKEEAIKMRKMLPHFFKPEALKQYVGIIDHITQRHFSSSWDGNKEVTVFPLTKRFTFWLACRLFMSVEDPNHVAQFADPFDVLASGLISIPIDLPGTPFRRAINASNHIRKELTKIIKQRKIDLGEGKANPTQDILSHMLLTSDEDGKFMNELDIADKILGLLIGGHDTASSACAFIVKYLAELPHIYDGVYNEQMEIAKSKAPGELLNWDDLQKMKYSWNVACEVMRLAPPLQGAFREATSDFIYNGFAIPKGWKLYWSANSTHKNAEFFPEPQKFDPSRFEGSGPAPYTFVPFGGGPRMCPGKEYARLEILVFMHHLVKRFKWEKIIPDEKVVVNPMPIPAKGLPVRLFPHKA

>AcCYP716A110

MEQISLSWLITLVALFLFLPLILLSTRNKANTSNNFPPGKTGWPIIGESLEFLNTGRRGVPEKFIHDRMQKFSSHIFRTSLLGEPAAVLCGPTGNKFLYSNENKLVQAWWPSSVYKIFPSTGQSSSSEEAIKMRKMLLSFFKPEALQRYVETMDTIAKQHLKNEWENRKEVMVFPLSKGYTFALACKLFMSIDDPIQLARFADPFAILASGVIAIPINLPGTSFNKAIKASELIRKDLHKIIKQRKIELAEKRASPMQDVLSHMLSTSDENGTFMSEMDIADKILGLLIGGHDTASAAITFVMKFLAELPHIYNDVHKEQMEILKSKGSRELLKWEDIQKMKYSWNVACEVMRLAPPLQGGFREALADFTYNGFSIPKGWKLYWSTNSTHKNSTYFPNPENFDPSRYEGNGPAPYTYVPFGGGPRMCPGKEYARLEILVFMHNVVTKFKWEKILPDENIVVNPMPVPAKGLPIRLEPQVC

>AcCYP716A111

MGINRLNLSTLLLYKYTTMELIFSMFFLLVVLFLSTLLFFFNRSKRESCRSSLKLPPGQWGWPIIGESLEYLNSGLRGVPEKFVQERMKKFSTAIFKTSLLMEPTAVVCGPGGNKLLFANEDKLVTTWFPSTINKIFPTTAVSTGSEEGKIVRKMFEGVINPGTLQMYAAKMDFIAKQHFKIYWDNNTDVKVSPLAKMYTITVACKLFVNVDDPVQVAKFSRLFTILAAGFVSMPIDLPGTPLNKAIKAANDIRNDLYEIIRQRKVDLAENKESVPQDILTHILLQNGEYAPLYVADKLLGLLMGGYNTVTSVITFIVKYLAELPHIYDEVLNEQMEILKTKKEGELLNREDIQKMRYSWNVACEVMRLTPPFQGAFREALTDFSYAGFSIPKGWKLYWSTYSTHINANYFPNPKTFDPSRFEGIGPAPYTYVPFGGGPRMCPGKDYSRLVILVFMHNIITKFKWNAVLSDEKIIVDPVPMPAKGFPIQLQPQCP

>PlgCYP716A140v2

MELLYVSLLTLLVLLFPLSLHFLFKKTKPGLGEVGRLPPGKTGWPIVGESIEFLSTGWKGHPEKFIFDRMSKYSPQVFRTSLMLEDAAVFCGSAGNKFLFSNENKLVTAWWPASVDKVFPSSDQRSKEEAIKMKKLLPTFFKPVALQKYVGVMDQITERHFASDWDNNKQVVVYPLTKRFTFALACKIFVSIDDPDEVARLVVPFESIATAILSIPLDLPGTGFRRGINAANFIRKELLAIIKQRKIDLAKGKASPTQDILSHMLLTSDENGKFMQEYDIADKILGLLIGGHDTASSACVFIVKYLAELPEIYDGVYKEQMEIAESKAPGELLNWDDLTKMKYSWNVACEVLRLAPPLQGAFREAITDFMYSGFSIPKGWKLYWSANSTHKNPKFFPEPQKFDPSRFEGAGPAPFTFVPFGGGPRMCPGKEYARVEILVFMHHLVKRFKWEKIIPDEKIVVNPMPCPAKGLPIRLYPHKA

>PlgCYP716A141

MDSLFIIISLVIVILTTIFILSNLLSKKTILLPGKTGLPLIGESIDYFNKLRTGINEKFVMERKLKYASDVFKTSILGENMAFLTGPEGNKFLFSNENKLVQVWWPSSVDSIIKKSHNKSAQAESAKVRVLLPPFLRAHAIKHYVSTMDSELRQHVADFWVGRDEVEVCPLVRKYTFALAVRLFLSVRDPGELEALARPFEEAAGGIIAIPINFPGTRFNRGIKASQRIRKVIGGIIEQRRKDLSEGKATPSQDLLSHMIVEVDRRNAENPDIAPATDSDISSDILGLLIGGYDTINTTIVFVMMTLVEYPDVYDQVLKEQREIAASKAPGELLNWDDLGKMKYSWNVACEVLRLRPPTVGAFRVAKTDFNYGGYTIPKGWKLHYIPHFTQKNPDYFPNPEKFDPSRFAGDGPAPYTFVPFGGGPRMCPGNEYARAEILVFMHNIILRYNWEKLIPNEKVVIDPLPRPSQGLPIRLIPHKA

>GuCYP716A179

MEHFYMSLLLLFVTLVSLSLFFLIFYYNKHNMNNNNNLPPGKMGYPVIGESLEFLSTGWKGHPEKFIFDRMVRYSSELIKTSILGVPTVIFCGPACNKFLFSNENKLVTGWWPDSVNKIFPTTSNSKEESKKMRKLLPQFLKPEALQRYVGIMDTLAQKHFASLWEEKTHVTVYPLAKRYTFMLACRLFMSVEDENHVAKFREPFHLLASGIISVPIDLPWTPFNRGIKASNFIRKELLKIIRQRKVDLAQGVASPTQDILSHMLLTCDDENGEFMTELNIADKILGLLIGGHDTASAACTFIVKYLAELPHIYDRVYQEQMEIANSKSPGELLNWDDINKMRYSWNVASEVMRVAPPLQGGFREAINDFVFNGFSIPKGWKLYWSANSTHKNPEYFPAPEKFDPTRFEGNGPAPYTFVPFGGGPRMCPGKEYARLEILVFMHNLVKRFKWEMLIPEEKIVVDPLPMPANDLPIRLYPHDT

>BpCYP716A180

MEHFYLSLLLLFVSFVTLSLFTLFYKHRSHFTGPNLPPGKTGYPMIGESLEFLSTGWKGHPEKFIFDRMTKFSSEVFKTSLLGQPAAVFCGAACNKFLFSNENKLVTAWWPDSVNKIFPSSTQTSNSKEEAKKMRKLLPQFLKPEALQKYISIMDTIAQRHFASGWEGQKEVTVFPLAKRYTFWLACRLFLSLEDPNHIARFADPFHSVASGIISIPIDLPGTPFNRGIKASNFIRKELSLIIKQRRVDLGEGKASPTQDILSHMLLTSDESGQYMTELDIADKILGLLIGGHDTASAACTFIVKYLAELPHIYEGVYNEQMEIANSKAPGELLNWEDIQKMRYSWNVACEVLRLAPPLQGAFREAINDFIFNGFSIPKGWKLYWSANSTHRSAEYFPEPEKFDPSRFEGRGPAPYTFVPFGGGPRMCPGKEYARLEILVFMHNLVKRFRWEKMIPDEKIVVDPMPMPAKGLPVRLYPHKA

>EsCYP716A244

MQLFYVPLLSLFVLLVSLSFYFLFYKSKSGSPGALPLPPGKTGWPVIGESFEFLSTGWKGHPEKFIFDRLAKYSSNVFRTSLLGQPAAVFCGAACNKFLFSNENKLVQAWWPDSVNKVFPSSTQTSSKEEAIKMRKLLPNFLKPEALQRYVGIMDQIAKKHFESGWENKKEVSVFPLAKNYTFWIACKVFLSVEEPTQVAKLLEPFNAIASGIISVPIDLPGTPFNSAIKSSKIIRDKLLGIIKQRKIDLGEGKASPTQDILSHMLLTSDENGKFMTEGDIADKILGLLIGGHDTASSACTFVVKFLAELPEIYEGVYKEQMEIAKSKKPGELLSWEDIQKMKYSWNVACEVLRLAPPLQGAFREVLTDFSYNGFSIPKGWKLYWSANSTHRNSEVFPEPLKFDPSRFEGAGPPPYSFVPFGGGPRMCPGKEYARLEILVFMYHVVKRFKWEKVIPDEKIVVNPMPIPASGLPVRLFPHKA

>ObCYP716A252

MEFFYASLLCLFVSFVFLLLHLLFYKTKPRSGSLPPGKTGWPVLGESLEFLPTGWKGHPEKFIFDRMAKYSSQIFRTHLLGEPAAVLCGSAGNKFLFSNENKLVQAWWPSSVDKIFPNVNPTSSKEEAIKMRKMLPQFMKPEALHRYVGIMDHIARRHFADGWENKEEVVVFPLAKNYTFWLAMRLFVSVEDPAMVEKFAAPFNLLAAGLISIPIDLPGTPFNKGIKASAYIRKELGEIIKQRKADLAEGKASPTQDILSHMLLTANEDGKFMHELDIANKILGLLIGGHDTASSACTFIVKYLAELPEVYDAVYREQVEIAKTKAPGEMLNWEDLQKMKYSWNVACEVLRLAPPLQGAFREAIADFSFNGFSVPKGWKLYWSANSTHKNAEFFPEPQKFDPSRFEGSGPAPYTFVPFGGGPRMCPGKEYARLEILVFMHHLVNKFKWEKIIPDEKIVVDPMPIPAKGLPIRLYPRTA

>ObCYP716A253

MDVFYVSLFCLFVSFVLLSLHLLFYKNKPGPALPPGKTGWPVIGESLEFLSTGWKGHPEKFILDRMAKFSSVVFRTHLLGEKAAVFCGAAGNKFLFSNENKLVQAWWPSSVDKIFPSSTQTSSKEEAIKMRKMLPNFFKPEALQRYVGIMDHIAQRHFADGWDNKEEVVVFPLAKNFTFWLACRLFVSIEDPDQVDKFAEPFNLLAAGLISIPIDLPGTPFNKGIKASNRVRKELVSIIKQRKIDLAEGKASPTQDILSHMLLTGDENGKFMQELDIADKILGLLIGGHDTASSACTFIVKYLAELPQVYERVYNEQMEIAKTKAPGELLNWEDLQKMKYSWNVACEVLRLASPLQGAFREAITDFVYNGFSIPKGWKLYWSANSTHKNPEFFPEPMKFDPSRFEGSGPAPYTFVPFGGGPRMCPGKEYARLEILVFMHHLVKRFRWEKMIPDEKIVVDPMPMPAKGLPVRLFPHKF

>CrCYP716A154

MEIFYVTLLSLFVLLVSLSFHFLFYKNKSTLPGPLPPGRTGWPMVGESLQFLSAGWKGHPEKFIFDRMAKYSSNVFRSHLLGEPAAVFCGAIGNKFLFSNENKLVQAWWPDSVNKVFPSSNQTSSKEEAIKMRKMLPNFLKPEALQRYIGLMDQIAQKHFSSGWENREQVEVFPLAKNYTFWLASRLFVSVEDPIEVAKLLEPFNVLASGLISVPIDLPGTPFNRAIKASNQVRKMLISIIKQRKIDLAEGKASPTQDILSHMLLTSDENGKFMHELDIADKILGLLIGGHDTASSACTFIVKFLGELPEIYEGVYKEQMEIANSKAPGEFLNWEDIQKMKYSWNVACEVLRLAPPLQGAFREALNDFMFHGFSIPKGWKIYWSVNSTHRNPECFPDPLKFDPSRFDGSGPAPYTFVPFGGGPRMCPGKEYARLEILVFMHNLVKRFKWEKIIPNEKIVVDPMPIPEKGLPVRLYPHINA

>CeaCYP716C11

MDLFLPLVFLSVILIVLIFKPRSDGDKKLPPGSFGWPIMGETIEFLFGHPKEFVDKRMKKYSPDIFKSNILGEKTAIICGPEGHKFLFSNEEKFFTVFRPHPIQRLFRSYNNKSAPDPPPSGAGSKDDVKSIKQPGFFKPEALSRFIGVIEATIQQHLRAHWEGKDTVEAYPLSKSLTLTLSCRFFLGIDNPERIARLVHMFDDITLGMHSIISNVPGTVFYRAKNAAAAVRKELLCVIKEKKQEMAAGKKAQDVLSHMISFSDPSTGKFMPELEVADKMMGLITAGYSTVATSMAFLMKFVGESPAIYNKIRAEQIELAESKNPGEPLTWVDIQKLKYSWQAMCETMRLVPPLQGTFREVINEFTYAGYTVPKGWKVYWTVSTVHMNPKYFPNPEKFDPSRYEEGKISTPYTYVPFGGGPRMCPGKEYARIAVLTFLHHVVRKYKWEVLFPDEKVIGDMMPAPEKGLPIRLHPH

>SlCYP716E26

MDPFILYSLAFALVYISLYFIFKGNYSNNKHTNLPLGSNGWPILGENIDMAYSSSPEKFIHERMEKHSSQVFKTSLLGQKIAIFCGTSGNKFLFSNENKLLTTWWPPSLTKPLMCPTQSQSQNSVKEIALLNRGFLREILKPENLKQYIPFMDSMARDHLKQEWIPFKEVKIYPLVKKYTFSLACKLFLSIDDFRHVKKLSDPFVLVTSGMFTVPINLPGTPYNRAIKGGKMVHEELMKIIKERKINEKNNHSNDLLSQLISFSDENGQFMNDAEIYNNIIGLLVASYDTTSAAITFVLKYLAELPNIFNEVYKEQMEIAKSKGEGELLNWDDIQKMKYSWNVACEAIRLMPPAQGAFREAITDFTFGGFTVPKGWKTFWSVYSTHKNPKYFPEPEKFDPCRFEGSGPEPYTFVPFGGGPRMCPGKEYARLEILVFMYNIVTNFKLEKLVPHEKIIYKSSPVPLNGLPVRIQPIA

>CeaCYP716E41

MSLFSDVVLLVIFPIILSLFFYRKLKSSSSKTVNTPPGSSGWPIVGESIKFGSAGPQKFIKERMEKYSPDVFHTSLLGEKLAVFCGAQGNKFVFTNETTVLTSWWPQAMKKALISPELSENEAKEIRKSQKGFLPDILKPEALKQYIPVMDAMARDHVASEWTPRYVVKVSPLAMKYTFGLACRLFMNVVEPDRIDKLTKHFTRVITGFMAVPIDLPGTAYNSAINGGKLVRAELLNIISARREEIRENKETIGRDFLSKMLLVTDEDGEFMTEKEICNNIIGLLVASYETTSTAVTFVLKHLAEYPHIYDKVYEEQMEIKKSKKPGDLLCWEDVQKMKYTWNVACESLRLAPPGQGAFREAATDFTYAGFTIPKGWKVFWTVHTSHRDPKYFPDPDKFDPSRFEGSGPAPYSYVPFGGGPRMCPGKEYARLEILVFIYNVVTNFKLEKLSPNEKVLFRSSLVLTEGLPVRLVPHKN

>PlgCYP716S5

MDLLLSSTLVAVVFGAIAYKFFINLQAKKTKPNGVLPPGRTGWPIIGESINLISAGKAGEPERFVRERMKKYSPDVFKTSIATEKVACFCGVAGNKFVFSNENKQLKSWWPSQITKVMLSKGSPVVDTKKFRDALSQFLRPDALKYYVPIMDEKMKRFMAAELVINQVFKAFPIFKELAFSLSSKLFLNTEDPTLIAKLGTQFEMLMAGLFSVPINLPGTNFRRAINSAIRFREQVSPLIKQTISEPTTTTGNKHDLLSYLIAASADQPDIDEETILKGIVDTILTVLMASHDTTSCVMAAVVYFLADHPHVYKQVMEEQIEIKKCKQAGELLNWDDVMKMKYSRNVVNEALRLVPPGAGAFKEAITDITYAGFIIPKGWKIYWTVHSTHKDPKYFENPEEFNPSRFEGNGPVPYSFIPFGLGPRMCPGAEFSRTEVLVFVHNLVTRYRFEKLVQNEKFIYNPLPVPAHGLPIRLLPHDDNNGN

>BfCYP716Y1

MELSITLMLIFSTTIFFIFRNVYNHLISKHKNYPPGSMGLPYIGETLSFARYITKGVPEKFVIERQKKYSTTIFKTSLFGENMVVLGSAEGNKFIFGSEEKYLRVWFPSSVDKVFKKSHKRTSQEEAIRLRKNMVPFLKADLLRSYVPIMDTFMKQHVNSHWNCETLKACPVIKDFTFTLACKLFFSVDNPLELEKLIKLFVNIVNGLLTVPIDLPGTKFRGVIKSVKTIRHALKVLIRQRKVDIREKRATPTQDILSIMLAQAEDENYEMNDEDVANDFLAVLLASYDSANTTLTMIMKYLAEYPEMYDRVFREQMEVAKTKGKDELLNLDDLQKMNYTWNVACEVLRIATPTFGAFREVIADCTYEGYTIPKGWKLYYAPRFTHGSAKYFQDPEKFDPSRFEGDGAPPYTFVPFGGGLRMCPGYKYAKIIVLVFMHNIVTKFKWEKVNPNEKMTVGIVSAPSQGLPLRLHPHKSPS

