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Effect of Carbon/Nitrogen ratio on carbohydrate
metabolism and light energy dissipation
mechanisms in Arabidopsis thaliana
OLorenzo Guglielminetti'. Thais Huarancca Reyes'
Andrea Scartazza®s B 5%, 117 23
"Department of Agriculture, Food and Environment,
University of Pisa, Via Mariscoglio 34, I-56017 Pisa, Italy.
“Institute of Agro-environmental and Forest Biology,
National Research Council, Monterotondo Scalo (RM),
Italy. *Jt#B KRR Eaklk

—RACEH

P-002 #/NJICHITDZOF VEEFIATI DR
IRERMT

Expression analysis of tobacco nicotine
transporter JAT1
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Functional characterization of carboxyl
methyltransferases involved in volatile benzenoid
biosynthesis in Eriobotrya japonica
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Enhancement of a-tomatine biosynthesis by
overexpressing saponin biosynthetic genes in
tomato

OFH BT 2 g5z’ tpge KN MRS AT 70 2
EIE 0 A B, B R, kS B

YiE KR - B, CEIFCSRS. PABOKEE - T

P-005 S&WEYARCYPTI6AY T 77 I —B%
DERLSEM ELER

Comparison of the oxidative activity of higher
plants CYP716A subfamily enzymes
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Identification of P450s involved in triterpenoid
saponin biosynthesis in Platycodon grandiflorus
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Identification of stilbenoid prenyltransferases
from peanut (Arachis hypogaea)
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Elucidation of the regulatory mechanism of
CjWRKY1 to advance metabolic engineering
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Characterization of UGTs involved in steroidal
saponin biosynthesis in Dioscorea esculenta
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Functional analysis of linalool/nerolidol synthase
from hop cone
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Biochemical analysis of plastidial phenolics

importer in plastoquinone and tocopherol
biosyntheses
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Biosynthesis of acteoside in whole plant of
Sesamum indicum L.
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Characterization of the candidate genes involved
in a-solanine biosynthesis in potato
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Identification of candidate genes involved in
biosynthesis of phenylpropanoid, flavonoid and
(seco) iridoid in Lonicera japonica
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Analyses of function and subcellular localization
of rhamnosyltransferase involved in the blue
flower color of Lobelia erinus
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Biosynthetic study of anti-HIV natural product
daurichromenic acid from Rhododendron
dauricum
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Characterization of a-tomatine metabolism in wild
tomatoes

OnNE FSE' 2 o', Pl SORE e KL /A k'
U BT, A Bk AR SER. KB B

YRR KRR - . PRUERR - AL, RSN TR - gk by

=N
PNOUN

9B 2H (£)
9H3H ()

11:15~12:30)
11:45~13:00)

P-018 7>z JABERTIVREREERAATPSO
DHEEERR T

Functional characterizations of a terpene
synthase AaTPS9 from Angelica archangelica
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Analysis of C-glucosyltransferase involved in the
isosaponarin biosynthesis from Wasabia japonica
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Proteome analysis toward understanding
of shikonin dynamics in Lithospermum
erythrorhizon.
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Plant Omics Data Center: A Web Repository for

Multi-species Gene ExpressionNetworks and
Knowledge-based Information on Gene Functions
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RNA-seq-based gene expression profiling of
female gametophyte in Cryptomeria japonica
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FlavonoidSearch: A system for comprehensive
flavonoid annotation by mass spectrometry
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Effect of Nucleosome Positioning on Gene
Coexpression Network in Arabidopsis thaliana
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LC-MS/MS analysis of sphingolipid metabolites
OS5 iz M K

L N R E RS SR NG DN e e DA e

P-026 tEMICHIVCHIRRIREREEZEID 7 FE
> ZARNAD iBFERIIRER

Comprehensive analysis of antisense RNAs that
function in translational enhancement in plants
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Effects of parental imbalance on zygotic
development in rice
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Screening for chemical regulators of flowering
that affect the formation of florigen complex
ORI fle—ER', T AR, JEIS RKER®

URETT R - ARFERF, CBOK - BEERF

P-029 AEMRKZFEET DEEEFOEEN
Analysis of transcription factor that induces the
formation of somatic embryo in Arabidopsis
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Functional analysis of parthenocarpic factor
SNBT
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Analysis of the role of photosynthesis in
the regeneration from stem fragments of
Alternanthera philoxeroides
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The Transcriptional Repressor “TSURU” Positively
Regulates Branching in Arabidopsis
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Involvement of photoreceptor signaling pathway
with somatic embryogenesis in Arabidopsis
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Studies on essential roles of C24-ethylsterol in
embryogenesis
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Identification of a novel gene for parthenocarpy
and elucidating of its mechanism
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Formation of secondary-xylem like tracheary
elements in calli of hybrid popla

Ot A2 HH #75 PE0 FH°, b 5,

AR B2 SN RN EE M=

YK -, PRTOR - S TR T



KRR —HFK (FHES £2HAE
(BE#&ES 53 HE

En T M

P-037 bt~v rREBBILZEEEghost white DIREA
B FDERER

Analysis of the responsible gene of ghost white
mutant that has white fruits at the mature green
stage

OsA MR Ik ', R KA =50

EN
R BE - RS ERLHA - B

‘223" SDNARFSERT - Sedinf g

P-038 R7SA4 v UMmEELEIFRI/NIq4 MO
el

A tobacco intronic sequence improves the
splicing efficiency.
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Analysis of Arabidopsis FLOZ gene
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In silico screening of genes responsible for
tuberous root development from Rehmannia
plants
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Genetic analyses of smomZ2 and smomé,
suppressors for a loss-of-function mutant of an
Arabidopsis silencing factor MOM1
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Search for c/s-elements essential for the guard
cell-specific expression of SCAP7 encoding a
Dof transcription factor involved in guard cell
functionalization
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Cloning of sweet potato zinc transporter /6VSL2
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Arabidopsis PIAL1 and PIAL2 proteins act in
downstream or independent pathway of DNA
methylation in gene silencing

Ol BE', i 5B Eveline Van De Slijke’,
Kris Gevaert’, Geert De Jaeger®. IUA &7, it 25,
MRER ARE, PaA FApt

"RIBRNR, 2y bR PR RS, IST S &A%

P-045 T#HRORFOBREZSTHDI TN —EHE
&E59 55 IFEIERIEIR D IREERR T

Analysis of the 5’UTRs that greatly enhance
translation efficiency of the downstream ORF
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Development of novel plant activator compounds
to protect crops from diseases by activating the
plant's immune system
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Leucine zipper motif in RRS1 is crucial for the
regulation of Arabidopsis dual resistance protein
complex RPS4/RRS1
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Development of modified VIRD2 and VIRE2
proteins for plastid targeting
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High throughput screening of novel plant defense
activators based on ROS production and analyses
of their mode of action.
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Mode of action of novel plant defense activators
promoting ROS production
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Collection and Maintenance of Plant Cultured
Cells at RIKEN BRC in 2016
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Plantlet regeneration by single cell culture of
SUGI (Cryptomeria japonica)
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Varietal difference on embryogenic callus
induction from seeds of nematode-resistant
clones of Japanese Black Pine
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Development and applications of V and D cryo-
plate methods
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Validation of an effect novel plant callus inducible
compound on genome editing
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Selection of elite clones of Glycyrrhiza glabra
Linné in containment greenhouse
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Cryopreservation of Duckweed (Lemna minor) by
Cryo-plate Methods
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The effects of KODA on redifferentiation of
adventitious root and secondary metabolismin
Swertia japonica, |l
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Establishment of a practical cell culture protocol
for metabolic analysis in Bambusoideae
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paniculata DIFEFHEICRITTIR
Effect of WOX genes on the response of

Nicotiana paniculata leaf segments cultured in
vitro
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Nodule induction and subculture in rice
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P-062 Nine crop reliable protoplast isolation
protocols can be used in genome editing
efficiency evaluation
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Proteins which are affected by rice Sub7A4 in
transgenic soybean seedlings.

O & Bk BE /e 7
RLIFREAE - HEARPEIBIFERIZE X > & — . CELOITARRE - AR

P-064 XELEMO7D2IF > MucoRice-CTB D 4%
AO— LR

Metabolome analysis of MucoRice-CTB
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Enhanced methodology of Agrobacterium-
mediated transformation in Jatropha curcas L. to
make larger seeds to increase oil production
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Library screening for efficient cell-penetrating
peptides using tobacco BY-2 cells
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Targeted mutagenesis in plants using the Cas9/
gRNA fused construct
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Evaluation of transcriptional regulators by dCas9/
sgRNA system in plant cells
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Modification of flower color in tobacco and
torenia plants using CRISPR/Cas9 system
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Genome Editing of Potato by TALENs and
CRISPR/Cas9
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Establishment of an efficient transformation

method of Kalanchoe pinnata and production of
transgenic plants of cytokinin-related genes
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OsCKkX2 (Gni7a) gene Knock out by using
CRISPR/Cas9 system in rice.
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Genome editing by CRISPR/Cas9 system in the
Japanese morning glory /pomoea nil
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Effects of MelJA and ABA in Arabidopsis thaliana
expressing Svaeda japonica LTP
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Effects of guanosine 3’, 5’ -bisdiphosphate on
the growth in Escherichia coli and Arabidopsis
thaliana
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Photosynthetic properties of transplastomic
lettuce dominantly accumulating astaxanthin
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Isolation and functional analysis of promoters for

efficient transgene expression on Cryptomeria
Japonica D. Don
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Production of edible vaccine against pandemic
strains of Influenza virus in tomato fruits
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Production of edible vaccine against pandemic
strains of Influenza virus in chloroplast
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VLP production of Norovirus and Sapovirus using
geminivirus replicon vector in Lettuce

O/NEy 2% W ' A 32 /g g
YRR - R TERE V5 — K - REREER

P-081 7K bt M¥RB1EY (Tricyrtis sp.) ICBITDE
SERBIAEBREICATEAOT /A FEEHKE
EFDEA

Establishment of regeneration system and
introduction of carotenoid biosynthesis genes for
the flower color alteration in 7ricyrtis sp.
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Efficiency of producing FAD2 gene targeted
genome edited plants on Brassica napus.
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The efficient physiological strategy of an Italian
tomato landrace in response to high salinity
stress
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Analysis of the post-translational regulation of
sucrose phosphate synthase (SPS) in response
to C/N stress in Arabidopsis
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Functional analysis of a novel flowering repressor
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Over-expression of miR156-resistant /nSPLs
cDNAs modified the flowering in /pomoea ni/

OBF &'\ Wil A /NI A 4 il
U\

WK - IR TR Y 5 —,
“RLBFRERE - B AL X BT

P-089 #/ndokerOFx7OYY - UyF - DR
T I U DREERET

Functional analysis of tobacco hydroxyproline-
rich systemin
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Mechanism of salinity tolerance mediated by
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Functional Analysis of NSR1/MYR2 in Arabidopsis
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Dose effect on the flowering delay of the red light
irradiation intensity that has been observed in
the dark phase interruption of rice (Oryza sativa)
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Screening of interacting proteins with rice
OsGRXC2;2 involved in seed germination
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Bioproduction of triterpenes by genetic-
engineered £. coli
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Secretion of GUS protein produced in sweet
potato hairy roots culture
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Analysis of amino acid sequences to localize the
foreign proteins in rice seed protein body type |
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Attempt to develop GABA-rich tomato via
CRISPR/Cas9
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Characterization of cellulose nanofiber sheets
from various plants
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Crocetin production by recombinant zeaxanthin
cleavage dioxygenases(ZCD) using high content
material of zeaxanthin
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Elicitor-induced resveratrol production in cell
cultures of Vitis coignetiae
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Direct Protein Introduction into Plant Cells Using
a Multi-Gas Plasma Jet
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