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9:00 1Ca-01 1Da-01
ST/ T THROMEENET Ve BV EXERERCH |[fEMOetiElS
TIHEAR D REAT Measuring the color of plants
Ensemble modeling of cyanobacteria metabolism OB —H CEFA2  RIRT 2L A= arfget s s —)
OMSH B4, I K, &k W, K # CRBRORE RS b
TR =R

9:12 1Ca-02 1Da-02
YEIYRDT I 74 —-ZRH DS a-H 77 M4 -0 | ARRBFRBER AV //NERBTIEZ > /N7 EOMBERE R
Analysis of a -ge}laotosidase involved in planteose metabolism HRAB D REAT
in Orobanche minor Analysis of the mechanism of intracellular transport of wheat
ORI 57 B Sl T 052 bk 5% Ak 4% seed storage proteins using soybean expression system
K JSE (KRBT RS B Rl gkl 2IST/ | OfRRE #hlt'. ATH —5°, BLH 37 il #d°, Sul fe!
JICA SATREPS. *fiF KRk BaEmseth (RUEB K% BEERFIERL. RUERRSE BN, CuEks B

FWETERE)
B = il

9:24 1Ca-03 1Da-03
BRRZEZGTERRERT O XFIFTHERGENOER | 204 XFIFOBFRENGR T « L OEREREFY X
ISEMED LB AR DEEIEET 3
Phenotypic comparison of nitrogen responses among Seed-specific glycosphingolipid is a novel determinant of
A_rab/'dops/s_ tﬁa//ana e_c_otypes with large biomass under seed size in Arabidopsis
nitrogen deficient conditions , OB #., NEI BA. )16 Bk EAEksE BT
OBH %A, PIH E4 Hhy B2 /bR B, $RE FREE 2215}
HREE HE DR 45— ) I (RN R RSBE TR SERE
LRI ) —ARE ey —  EERR R SR, SR
RRY: WA TG v —)

9:36 1Ca-04 1Da-04
FUTUEAREEETTOERNFEIRREMRRICS X 2 BN | Graptopetalum paraguayense DIEMIRBEICE T2 F —F%
Relationship on the starch metabolism and glycolipid profile in > OFE
the leaves of Arabiodopsis Effects of auxin on asexual reproduction of Graptopetalum
ORbe F =1, FBF e, 19 BT, FiE P (=@oksy parasuayense
KEEBE A IRATITeRE, “HALEIIZeiT B R i se L | OM% KRB, Th BB, MRl =5/ A ORERSE K&k
Py OTERE RFBEFIER) H AR SER)

9:48 1Ca-05 1Da-05

1 FRIEEICH D 2 1 VEEETED LLEEER

Comparative analysis of oxalate accumulation in rice cultivars
O 5T 2% BEE, I #—1° IE 51 (BEXR
o RSB T ARESeR, THCRUE TR - B - )

RERZIDEVAEGEHMICA N IS 7 NP5 R BHE

Effect of strigolactone on leaf angle changing in response to
nutrient deficiency

Ol B8, T fE—R8, Ml =8 CRGER - be - R afler)
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10:00 |1Ca-06 1Da-06
) CEAREERI-RXART LU BT RO F—END+E DNABNMEZETIHB[EIE D 2 271 v 7HIBEROEN
=3TIC B B ERIAE| DR Epigengti_c fe_]ctors controlling the induction of DNA
Physiological roles of the serine biosynthetic enzyme polyploidization
3-phosphoglycerate dehydrogenase in Marchantia polymoroha O3 FHl. HEl IEH] (25 Lo impl e Aot et Jessdl
K Saf, ZEH G, BIA gl FJE miT SHARTIT SRR
PHiE ' A T A SA Al Ferjani®s A 227
OF Ik 5" CEMUFRIET SRRy —, 4
WERY  REEBEA G R 3%??%)\? KEBEHE
MFseEh AR KFEBE MR R CHREORE K
FheAs A U LirgeEh)

REBILE - RIBBE

10:12 |1Ca-07 1Da-07
COBMICEAD 2T > T HEEMRFDREE & CRISPR/Cas9 | ¥ 04 X+ XFDEFM %N U 1-BITEHIEIAEAE O f7 4R
IC & 2 BIETFHIR Anallysis of EFM-mediated control of flowering in Arabidopsis
Identification of starch-binding factor involved in CO,- thaliana
concentrating mechanism and its gene disruption by CRISPR/ O Zeffl. I 5223, e B, S fe. A BAY
Cas9 system » - ClRRERRSER L SRRk - )
OEH Ko, #l K& B Bk, i Hik GOl keEReE
b AEdEbEnrgeRh)

BENME - FREFRK

10:24 |1Ca-08 1Da-08
JTHEMRENDZ T ¢ > JREGEETR T 2REEBEREASR | 7OV REFRK EFIHT 21LEIC & BTERRE
BAFNM LB R D REREREAT Chem_ical regulation of flowering by controlling the formation
Functional analysis of long chain base A8 desaturase that of florigen complex
forms unique sphingolipid structure of bryophytes O fe—HB . I8 BBES. a7 P90 Jep Bk 3 gl
O/ Bt A F5iE, Bk ot I HERD, JIE B0 (9 | JEIS k™ (TR RIEEWSIIEN, “RRKS: &
FRFRFERE BULFAIER) FUERIZERT. R ke kaebe  BhepBitA /= arifgekt, 4

PR AR, CRGEEDS KRS T ek

10:36 |1Ca-09 1Da-09
A FDTIVI =) LTRHEICE T D X T ¢ > JgEcis/transEME | )RV — LEEREFARPF2 & 7 DA EREFARRS1 H1E
FOKEEER MORGRER KR 7= TIREIDREAR
Roles of cis/trans isomer of sphingolipid for aluminum Analysis of the role of ribosome biosynthesis factor ARPF2
tolerance in Rice and ‘its interactor ARRS1 in plant morphology in Arabidopsis
Ofiee 3. T 400, B9 85, 0 MR, g s (T S
(A - B - BT 27 i - AR arRhes - Ak dri) ORI BT, R B, Wi i5—2 (agoks: W &

GrHAERL, TR EWERE TR s —)
10:48 |[1Ca-10 1Da-10

O4XFIFONIVEFD Y — LBEMNADF F—EDRXRIE
IEHFRICHEESEZ D

Loss of peroxisomal NAD kinase affects photorespiration in
Arabidopsis

OH K #K WK =k 5 e & a)ll it
E AR, G Bkt (B Tokse kel BLULSARFERE, “
K BEat)

Tl — KX D IEEKFHRIREEMEIEY D O4 XFXFDH
EIL5EARE

Effect of sensor domain-independent IRE1 activation on
Arabidopsis development

O=58 TE—HR, A M=, 2R Hs. 28 . vEE i,
ST SUET R 8 KBRS KR A GrORSERE R 2ER)
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11:00 [1Ca-11 1Da-11
HARRIB P FET 2 BATBIROSERIC B 1 2NADPHA ¥ & POAXFIFOEOREEICED 2AS2OARBIEICH T 5%
4 —+HRobohF D% E| /WM& & 2737 RNA HELICASE10D S E| D fi##f
Mechanical stimuli-induced local ROS production is The role of a nucleolar protein RNA HELICASE10 for nuclear
dependent on the NADPH oxidase RbohF in Arabidopsis localization of AS2 in leaf development of Arabidopsis
thaliana thaliana
ORI #R, I fEZE, PAE T Heds B USRSk | O%E i B EIF M=l /N STt ITHT Z200°,
FhE AEmBSEREIER I T8 7 (]EP%Kk%k%F% S EY AR T RE . PR
ISHASR, PR R R b BRI R
11:12 |1Ca-12 1Da-12
FNHXZE=F 9T 1 > TEMRARBICEZNI 7)) 7R | TCPEHERTFICL 2EDOHEHHDIEFE
BEAASBEFIA L 7 E RME & &L UBTRIEAEN O IER Roles of TCP transcription factors in leaf development
Preparation of arsenic resistant and accumulating plants O/l SIY, e RS, B P, i 2%, AT R
N ial . ArsB h | - “ ‘& N TN ~ u"lFJ N — N ’ /Axh N
o el gt ecredony | R L, e
PN . - - . Fr - W7o A e i = BT - BRETE AR
OMENT Hi', THF 3577 W IET, T TP 00 MIE | s gyt pa oot « FEEEARRL . S5t o« 1
- P PAT G n T R T E R T VLR ety —, i RAREAEE  HAERIER, SR EAY Mo
I OO RN RE L @BIRERIR TSR | 550 o5 o o TR . T A B T 22T
K& AWERAEERR, LB SEEER) ’ -
11:24 |1Ca-13 1Da-13
ZRREY T T IVILE2GEERFOMRBEN S ERHEEEORT | EE S MIEAIRAROREICEMEIHNETOY PXFH—I
Post-translational regulation of the flowering-related EERPVVRATHD
transcription factor in response to nitrogen availability in Directional cell division in Arabidopsis is ensured by the
plants production of S -sitosterol at the division plane
Ofiefk B’y FA S AR A" =" CIGIER | ORe & Bl —42, LH BE?, KRR (KB
FRFRE BAFRER. LK B VRFERERE TR EIERE | LR AR sl
WoER, e ahse kb R A Gk sk SR 2 10
11:36 |1Ca-14 1Da-14
OAXFIFTFNA R OHBIRKEERFTERETMEIC |GWAS ZHVWTOA —F 3 AREFEHNLROFEEICEH 2 HR
B IEKET I/ BOKE HHEFOHFER
Role of hydrophobic amino acids in the cryoprotective activity | Identification of novel regulatory components of auxin-related
of Arabidopsis dehydrin for lactate dehydrogenase root development using GWAS
LA RAGR B, Hias RS, OJIERT® (ks | O/MA 2%, Daniele Filiault’. Christian Goeschl’,
)= RN EIT, RS SR, R RS KEERBE | Busch Wolfgang™ (‘Salk #2291, *GMI)
WAERHAHA IR
11:48 |1Ca-15 1Da-15

TN R > OREREFEICH T IRKMET I /BROSEM
Requirement of hydrophobic amino acids for cryoprotective
activity of dehydrin
ORABE B Hs BN il BT IR (iR
SR AR e AL, TH R KA — R A IR ST

REAIEIC S 3 ZRMAREER S DFik X 5 = X L DEERA
Secretion system of secondary cell wall components in root
hair

OF8 ¥, HEEAR —4° S8 (6 M (U
SRR RGBSR ISRl IR SR e )
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RS AZIS B&1% C=i% D=5
BB Z O BT B
9:00 2Aa-01 2Ba-01 2Ca-01 2Da-01
I E 133 —BrRI 28T | #lfaEE % L Z-REM#ERRICxE | Photoperiodic compensation: | A& b k¥ X (Tricyrtis sp.) (=
BABRBENEHD [0 | T3MEEEBXTF KEFR A m(lacthanls;n ﬁ”?erly'?hg ) BT BTEROBL TR ICREE L
7= s e o regulation of photosynthesis 5 ] Ny -
SN AL INTEENE by circadian clock in 7= ¥1#R2R3-MYB&{5F ) B B
“Tsukuba system”, a transient | Protein transport into plant Arabidopsis thaliana Isolation of a novel R2R3-
protein expression system in | cells with intact cell wall OT i Mi hi MYB gene related to tepal
plants using cell-penetrating peptide suyosin Mizogucht, spot formation in 7ricyrtis sp
e e L e . | Kana Miyata (International R B
O=1f &G 2N OKRK Gk, HI 42, % 5k Christian University) (@RS NI TN
TOT i CHRS OAUSHERE | (BEURS: Bttt &4 R KE BN, 8 & HE R
KA/ N—variigetsy—, | FEeE) FREEER)
[ R B AR BE S gE 0 5 —)
9:12 2Aa-02 2Ba-02 2Ca-02 2Da-02
TR IL-CTBRES L /INVE | HAMEEN~NT F FIC L 51841 | Integrated-omics guided | VFLINEFFLFDI S
ERBTHRO7 7 F UKOBN | ARG EFAFOEA | analysis to study biosynthesis | 141 54 b5 XK —
) L ) o of specialized metabolites in 2 — (DAL H
AnaIyS|s_ of oral vaccine rice _Synthet_lc p_eptlde-l_nduced Cornus officinalis < RELLEX
expressing prolamln-CTB !nternahzatlon of biomolecules OMegha Rai’. Amit Rai' Comparative functional
fusion protein into plant and algal cells ‘Megha Rar, mllt ai, analysis of class Il potassium
OMA BRI fik 5 OMNFE B, F 27 Sa7! Hidetaka Kamochi’, transporters from Sporobolus
FI R, RE AL RE 8L R S petswva Mo, | vreiious and barley
AR R M6 B CSURAT | LB SR T R (oL |0 SEDEE OFH th— A RIE GO
ORERFRE EGESEY | SV SRR | T TR TR ER)
BEGERE, SRR A R) | Y= MBS CEE |
K PAFFAT A E R g | o Famazakh,
s Kazuki Saito'” (‘Chiba
University Graduate School of
Pharmaceutical Sciences,
*RIKEN CSRS, *Kazusa DNA
Research Institute)
9:24 |2Aa-03 2Ba-03 2Ca-03 2Da-03

ERECFEREROEIAM
7237 7 0% — % —E5I DO
Analysis of the core-

promoter sequence elements

for establishment of high-
expression system in plants

OJIE B3, s R
TR % GRESEImA - 3 A7)

Delivery of native proteins
into rice callus using ionic
complexes of protein and cell-
penetrating peptides
OBoyang Guo,

Kenta Watanabe, Jun Itami,
keiji Numata (RIKEN Center
for Sustainable Resource
Science

Biomacromolecules reseach
team)

Bioinformatics platform and
/n vivo functional analysis to
reveal the key amino acid of
CYP716 family in triterpenoid
biosynthesis

OJutapat Romsuk’,

Ery Odette Fukushima'?,
Shuhei Yasumoto',

Hikaru Seki,

Toshiya Muranaka' (*Graduate
School of Engineering, Osaka
University, “Universidad
Regional Amazonica IKIAM)

LT Y XFHEMD in silicotF
Wwick sy a= EEEEF
DIV IAHET J LIRE
Screening of shikonin related
genes by /n silico analysis

of Boraginaceae plants and
genome editing

OHao Li', 32 Z=', W% KA.
CE7 NI O TN

TR RS e —st (R
KRR BT, T
FERFRF R HaFEmserh)
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A ] AZIG B&1% C=i% D=5
9:36 2Aa-04 2Ba-04 2Ca-04 2Da-04
HEHMMRNADE I R ICH T | v 7AE/ Y1 h—2 2DFEE | Comparative analysis of 1M LA R — 2o
YKV - LOBEERENRE | &~TF K-DNMESHOFIH g'fgg'\r‘gdf)ig-scgttgch;gge R PlantGARDENB%E & /AR
an _ . u W

AL AT = & SHEHHIAN DDNADBEA | potersiogous triterpenoid Development of plant genome
Genome wide analysis of DNA delivery into plant cells | production in transgenic yeast | potal site, PlantGARDEN
ribosome stall/pausing at via combinational use of a R . 1 g2
each codon in plant mRNA macropinocytosis-inducing OPramesti Istlandap - OFJE kzj: E H T ﬁ% T

I L peptide and a peptide-DNA Ery Odette Fukushima ™~ 2y R Y74 TURL T
Oﬁ:%it,Tt‘ MRV NIPN - complex Shuhei Yasumotol, ILIH %1\ N jlli’ﬁllx
mfmj HEEHT tEH‘T . I % Ot ke, E S, Hikaru Seki', SN A, EA AT ‘
(GREJEIA /x1F) JNHUE 2. 7B £7 (3qp | Toshiya Muranaka' (‘Graduate R AT (1?%&7}[1‘]‘11%/&75‘3“

SRR B EALERfge 1 | School of Engineering, Osaka é DNA\ /&1 YN TUNEZYN
V=) University, “Universidad FRERE AR
Regional Amazonica IKIAM)
* 3y XBEM
9:48 2Aa-05 2Ba-05 2Ca-05 2Da-05

MRNABRRRREDHIAR 7/ L | 7/ L& & BiE L L KKE 7 | Pathway-specific flavonoid Pv MEARERMETEFOIL
T FEITEEBWAEBTE | 5 XYEBEIC L 2HEMADEE |Bring hydroxylases involved | 5543 o o 27— 2 #E#TICE B
BRI N> —ORR | 2o oEEAREoge |0 he biosynthesis of flavone | wueem 5 = 2 1, 0y igeR

Identification of effective
translational enhancers in
monocotyledonous plants
using a novel method of
genome-wide analysis

Ol FERH. $K 12,
B A, 113 B,

EBF b S T I 5 (%
FUSER -3)

Improvement of direct protein
introduction into plants by
plasma irradiation toward
genome editing

OB HIR . Aok HhEE
PR T BUS BN

W SRR, TR ERE

g BT, g R

el — It (R - i
i oRex v i a s /L Jie |
WFZEERFT. “Rat LAY B
AT ZERE kS
HATFseir., “Rese - e
B A serkts & T
VH—)

Q—glyoosides and tricin-lignins
Inrice

OPui Ying Lam’,

Andy C. W. Lui®,

Masaomi Yamamura’,
Lanxiang Wang® Yuri Takeda’,
Shiro Suzuki’, Hongjia Lid®,
Fu-Yuan Zhu®, Mo-Xian Chen®,
Jianhua Zhang®,

Toshiaki Umezawa’,

Yuki Tobimatsu', Clive Lo
('Research Institute for
Sustainable Humanosphere,
Kyoto University, “School of
Biological Sciences, The
University of Hong Kong,
*Zhejiang Academy of
Agricultural Sciences, ‘Nanjing
Forestry University, *The
Chinese University of Hong
Kong, ‘Hong Kong Baptist
University)

Elucidation of the mechanism
of parthenocarpy by using
multi-omics analysis of tomato
parthenocarpic mutants
OfMA ', 1& RS #i®,

DR == R AN 31T SR

B =8 hE AR T
NIRRT Sl CN I N
FRFRE AR
Bh RS EaEREER,
SELAER SRR BRBE G IRRR
Whgetss—)
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10:00 |2Aa-06 2Ba-06 2Ca-06 2Da-06
mMRNADYIT A BN EEFOE | HEREHRA & BEIY— 71— | Asparaginyl-tRNA synthetase |71 77 L > vkt y kT —
HMRNARICS 2 2 LB OB | MRS X7 LIk 31 304 |gene (SYNCT) characterized | 5 (285 GRIZFHEET I
Analvsis of the effect of J LRE by Lotus corniculatus FOX- Differential network

nalysis or the enect o ! superroot lines has effects on ierential network-
mRNA cleavage on transgene | Genome engineering in rice plant morphology and amino ba_se_d_ ap_proach for gene
mRNA accumulation by homologous recombination | acid contents of seed in prioritization and predicting
Ol X0 5 Fols with autonomous marker soybean gene function
- A * . | elimination system . el Of i soh (BALZRZeHT

LI A AREA AT 0. g S OAzeri Gautama Arifin’, i 7 FHEZER
(BB ) ORA =P I e Takahiro Gondo’, Ryo Akashi' | BBt &R~ e >4 —)

Zhu WE;HCOHgS\ ) HEJ (RN (*Faculty of Agriculture,

KPP AR R University of Miyazaki,

WE PR, R AETE “Frontier Science Research

VS H Eﬁl:}\ BA I Center, University of

JFH EE (R R AR b Miyazaki)

R A /= ar WFge Rk

?%Wﬁiﬁ%[‘% FEERFSEE

*Shanghai Center for Plant

Stress Biology, Chinese

Academy of Sciences. 'ZsB4g

iSRS TN N AT

Ry )

10:12 |2Aa-07 2Ba-07 2Ca-07 2Da-07
MRNAREMICEH 2AEE] | 7/ LIRERMD Y > KIAD#ER | Development of radish Web X5 LPODC: #34
T HERE D HEY) RS EE 8% Application of CRISPR/Cas9 ?grql{}sﬁiuigesvglsqgi”plam B]- A3y 7‘Z'I%§E§t_:%ﬁ
Comparison of internal mRNA | genome editing to Japanese | goroiniiltration HEMERLEEER T2 v b
cleavage related to mRNA | gentian plants R B e A
stability among plant species | g g, g gy, | Junko Yasuda, Kendi Mivras | oo em poDC:
OmH FEs, BB Kb, BiE sl Tl SB?kllhlto Eltaim}i t<i tAgph?d integrated analysis platform
LI P A R 9R. DI B | IR E—REL g E—L ology, By010 nstiute o W@kmww%bﬁwd .
(REKHK - 1) fleaok K2, i Fpre, | Lcchnology, Life and noration and grmics data in

B A (1 () S Ay Environmental Science, the model plants and ctops
Iiﬁ;%’%-k‘/&::nzﬁiiiki' University of Tsukuba) OBk B, B 1D,
m o b g pm e ) HE R, KE KRR (IG
BB AR A o O,
Sifﬁ(f%jtiﬁ%ﬂ#-‘?: 1;'—{7?4’% j(i’ ﬁt?ﬁﬁ Eﬁ%’}‘?il‘)
BNy Lo I =Y
¥ — M EB E(ER

10:24 |2Aa-08 2Ba-08 2Ca-08 2Da-08

IRRBEE T B3I~ A FBHEY HEMAAEETOE—42—%& | Two PLAT / LH2 family BENHEtEAW =2 XY

Parasponial_ &\t 3LCOZR

RO EEH

Functional characterization of
LysM receptor like kinases in

non-legume nodulating plants;
Parasponia

O 24", Rutten Luuk’,

Geurts Rene” (HAiARS: - 2
BBy == R

AU =48 Z i8R IC B 1 B

X FIEHIE D BET

Analysis of DNA methylation
of transgenic plants
introduced an endogenous
gene promoter

Of\E v, JE 5L [,

TR SR AT M (i SERAR
A RO A

proteins in plant latexes are
involved in registance against
pest

OHyrmeya Eric Savadogo',
Yui Shiomi', Toshiharu Akino’,
kenji Miura®,

Masamitsu Yamaguchi',
Hideki Yoshida',

Takanari Umegawachi’,

Ryo Tanaka’,

Dang Ngoc Anh Suong',
Sakihito Kitajima'
(*Department of Applied
Biology, Kyoto Institute of
Technology, “Graduate School
of Life and Environmental
Sciences, University of
Tsukuba)

BHEDKREE

Quantitative expression
protein analysis by mass-
spectorometry

OfF AZE, ik B (R

Kt Kpbak oo B IR
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R A= B&1i% C=i%
10:36 |2Aa-09 2Ba-09 2Ca-09
Fe MRDSD b F o Omiuk EREIC | EMAEMEEETFICNT 2EIIFEN Context-specific genome-scale metabolic
B BHEE DNA X FILEEE S L % Do > | models of Arabidopsis thaliana
. ) VT DI responses to drought stress
Tomatine secretion from tomato roots & o ) ] )
and its function in the rhizosphere Analysis of induction and maintenance gRatkla% Sm;zvi/c[h , I«“gn;;okMatsHu.da.i
g gl % SE gl 2o e 2 mechanisms of targeted DNA entaro Yano’, Masami Yokota Hirai
Otlﬂtrfs j@y 5 $1‘ _’i?k %/i 1. | methylation against endogenous genes | (‘Metabolic Systems Research team,
FE SO, e —s A2 B (O |, lants .
ol oy 2 O p RIKEN Center for Sustainable Resource
HERE: AAFEWZERT. AR Bk e b g e . 5 . .
RFAI « AT IS R S ECHR R O [l B2 35, e fiifE, #3048 | Science, “Department of Bioinformatic
JeB NAFBREEET) (EISZHFZERRSSEE N ESERAT e A WF5E0T) | Engineering, Graduate School of
: Information Science and Technology,
Osaka University, *Bioinformatics
Laboratory, Department of Life Sciences,
School of Agriculture, Meiji University)
10:48 [2Aa-10 2Ba-10 2Ca-10
ERFAZ D INTBCASICE 2RFL%ER (NBRP A< b EEF#duLE LA Y — | Functional analysis of novel
Z DI ZDEME - HES L URFOFIAMERR | Parthenocarpy regulator mediating
) ) hormone signaling pathway in tomato
Chloroplast protein CAS mediated NBRP Tomato: Development and . o .
stomatal immunit distributions of mutant resources and the | OYu Lu’, Keichiro Harada',
3 - ) outcomes ihi i i Hi i 12
OkEBF 8, LA B4, A B 4 Yoshihito ,Shm"ff‘zi Hiroshi Bawra
Wt B COBAS RS A dr | O BAC R A, g gy, | Toru Arlizumi” (Faculty of Life and
L e N A ) o= mEm ﬁJ[{_j‘{‘ 4rily =HIS, Env1ronm§ntal Science, Umversny of
VXY A NE A S Sh Tsukuba, “Tsukuba F?lant 'Innovatlon
VI P 4oy Edrmms s, JEp Research Center, University of Tsukuba)
BEMOKEE ey —, PRI R
RETZERE fIEJUJkijtiF}“E R A Ay
FHFrge g ”ﬁlﬁfﬁiﬁﬁ%ﬁ%ﬁ% Hedy
BRBERL RIS RE, SRR D)
11:00 2Ca-11

Establishment of regeneration protocol
for Mongolian subendemic species
Oxytropis grubovii Ulzij

OBolortuya Ulziibat.

Munkhtsetseg Tserendagva.

Oyunbileg Yungeree (Laboratory of plant
biotechnology, Institute of general and
experimental biology, MAS, Mongolia)
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A C=i% D&%
fHpa - fEAIEE R
13:48 |2Cp-01 2Dp-01
2 0OA XFAHREIEEMRIC S 5 MR EMS LZHXDIAZ - TIHZ UFERAEEKRICEET 3L
Photoautotrophism in cultured green cells of Arabidopsis BRNGT ¥ IVEGBER OB
: 2 R S T Ee \ Stereospecific biosynthesis of shikonin/alkannin derivatives
OFfi i A5 RO CRBURLRSZRERE B ARIER ) by two BAHD acyltransferases in L/thospermum erythrorhizon
Oy FHE P SORS IR 330, &l — 5t w3 hkpp'
MEMIKRF RS b AT seR "B (LSr5eRT.
SRS AEArRREEE. CRUERSE  AEAFERRSERT. MENIKEE
HAEER)
14:00 |2Cp-02 2Dp-02
H—%—2a OWEGBRPRICHELERIZTER HEYREERREICE S 7L 7 I D EOYELTH
Factors affecting transformation efficiency in carnation The Biotransformation of Curcuminoids Using Plant Cultured
OMIE #-b, 7 BT (FUs AT 72 Hatith) Cells |
O L e, Mws ', I 1 BiZess' 0 1R3!, FH RS
VEHT thest (R LR BT A T IR S g, PRk
R
14:12 |2Cp-03 2Dp-03
v a v AREROHE & AE fEEEMmRIC L 2 ECE(EE X FILE
Field-cultivation and quality eyaluation of Zingiber officinale | Glycosylation and methylation using the plant cultured cells
plantlets propagated through tissue culture ‘ OB B B M. L4 Joqr, JE | Tz il S,
Ot 5afU, WIEF IR, W SO ST AE LR IS T LRI TR A KK )
HEF Wzt AR R e HRCTL IR I Ao HER
WE 8, KARS FEi. I R BRI A, R KR,
=i IEEES, P50 30, miE 9 T CENIMIERISEEE AN RS
FEAE - BEHE - SeEERTOET SRR IR SE L v —. TREAR KA
Kb ra— VKRR ge by —, TRk R
e NIV N S S EE 8/ Sa w2 SR M E SN I < Sawea
o RUHRSEIAEI R, CTIE R BB — VR 5 —)
14:24 |2Cp-04 2Dp-04
ABEICH I BARNEOBBIEEDOKR WAL LD SBEE T FONCTIHBOA REEGREESINERY 7 F NERBESR
From the beginning to the present for trees tissue culture in CHSBORERERRAT
Hokkaido A type-lll polyketide synthase CHSB is required for synthesis
O T2 BT B— T 6222, AT 42 (O (i) 4t of tropane alkaloids in tomato and Afropa belladonna
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Effective agroinfiltration method for genome editing in spinach
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Analysis of solanidane skeleton formation mechanism in
solanine biosynthesis in potato
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Production of high brix tomato by genome editing using
CRISPR/Cas9 and Target-AID technologies
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Molecular evolution of a novel geranyl diphosphate synthase
from Lithospermum erythrorhizon

Ok AN, ek E3HT = . 5 K|, 2 %\
R SRR AR S, IR 0 R AR Sem KRS,
eldy —at (ke AEAFRERREAT. SRR ARl s,
S EDNAWFSERT)

— 2 —




9R8H (H) 13:48~16:36

R C=i% D=5

15:48 |2Cp-11 2Dp-11
Z27FA-ITLETEROEGETFRIRICLIE2I CD3EEE | P O1XFXFAD VU BRRBERETTFEAICLZILFES
Fv RERIRDIES R DHLER
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editing of sterol A 7-reductase decarboxylase gene in Arabidopsis
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‘ ‘ Metabolic engineering of isoflavonoid biosynthesis by
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Metabolome analysis using liquid chromatography-tandem
mass spectrometry for specialized metabolites in calluses and
a suspension cell line of Asparagus officinalisis
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