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Preventing harm of
soybean cyst nematodes
by image analysis and
foliar spray
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Improvement of water use
efficiency by the
expression of MYB
transcription factors
regulating cuticle
accumulation.
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Transcriptomic analysis of
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Isolation of
glycosyltransferases
involved in the biosynthesis
of quercetin glycosides in
Fagopyrum esculentum
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Investigation of shoot
regeneration system in four
wild tomato species
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Accumulative potential of
lipids in seed derived callus
of Camellia japonica and C.
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Practical cell and tissue
cultures to regulate the
productivity of secondary
metabolites in Akebia
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contributing to rice growth
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Functional analyses of
acquired osmotolerance-
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osmotolerant Arabidopsis
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translational enhancers
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Biosynthetic studies of
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Modification of starch
synthesis genes of rice by
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Analysis of induction and
maintenance of targeted
DNA methylation against
endogenous genes in

DCL2/4-repressed plants
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Regulation of SnRK1
kinase activity and
flowering by nitrogen
availability in Arabidopsis.
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Functional analysis of the
cyanobacteria
Synechocystis sp. PCC
6803 methylglyoxal
synthase (SI10036)
containing the NADK motif
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Functional analysis of
G6PDH aimed at
increasing TAG production
of Nannochloropsis
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CATION CALCIUM
EXCHANGER4 plays an
important role in osmotic
stress tolerance
inArabidopsis thaliana
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Analysis of a cytochrome
P450 gene identified from
an Arabidopsis gain-of-
function mutant showing
various abiotic stress
tolerances
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Analysis of the effect of
CDS sequence on mRNA
stability
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Characterization of a
transcriptional activation
region of LISCL group
GRAS proteins
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Biological activity of non-
natural cannabinoids
synthesized by CsPT4, an
aromatic prenyltransferase
from Cannabis sativa
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Effect of Simple Heat
Treatment to Increase The
Mutation Efficiency by
SpCas9 in Arabidopsis
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Production of histidine
auxotrophic mutant of
Marchantia polymorpha
using CRISPR-Cas9
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Evaluation of
transformation vectors
conferring hyper antibiotic
resistance
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New LC-MS data analysis
tool GrassHopper and the
plant metabolome analysis
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experimental system using
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Screening for mutants of
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Functional analysis of
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saponin biosynthesis

OSoo Yeon CHUNG', Bl
VR AT, T O
AP R, B OBK
. IR ME A BB
b, kbR pk® CBRORRE -
T, “PRAF - CSRS, R
H, FEEREE - 3K)

3F-11

Roles of CINNAMATE 4-
HYDROXYLASE in grass
lignin biosynthesis
investigated through
characterizations of
genome-edited rice
mutants

OSUPATMI SUPATMI"?,
Tobimatsu Yuki', Lam Pui
Ying', Afifi Osama"’,
Osakabe Yuriko', Osakabe
Keishi®, Unezava
Toshiaki®® (‘FHBASEAELE
L LF)T MRS TR
2, T =T XLk
%, ‘ﬁ)f&l%ﬂc*}‘iﬁ@l
e, R KA AR
SR, RS 1 —
T AR IR - =~ )

3F-12

FREDREESNTDIEIC
BITPRARZTI9FVRANE
%Pﬂ:ﬁ’?'f)b?\%*ﬁ?(f)i

Virus-Like Particle of
Hepatitis E Virus Expressed
in Tomato Fruit and
Tobacco Leaves for Edible
Vaccine

OMelecio Jan Coleen',
Asaka Masamitsu’, Tto
Yuri', Okada Takuya',
Sage—Ono Kimiyo',
Yasutomi Yasuhiro®, Ono
Michiyuki' (‘Ao
’fH‘é‘a‘bﬁfﬁ%% /N~y BN

e ﬁémme

3F-13
YAARFZXFDIFAVEY
T/ LIZE1THTALECDIC
LHEMERREDORA
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editing in the mitochondria
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